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Validation

RNA-seq raw data discussed in this publication have been deposited in NCBI’s Gene Expression Omnibus and are accessible through GEO Series accession number
GSE146959. All other data are included within this paper, Extended Data, and Supplementary Information files.

All sample sizes used are listed in the manuscript. No sample-size calculations were used to determine sample size. Sample sizes were chosen
according to community standards, balancing statistical power and experimental burden, and were sufficient for statistical analysis of the
quantitative biochemical and biophysical data presented.

No data were excluded.

All attempts to replicate biochemical and biophysical experiments were successful, and representative data are presented in the manuscript.
RNA-seq and barcoded nucleosome library experiments were performed once with n=3-4 (as described in the manuscript).

Randomization was not performed, as the experiments performed were not deemed to be at risk for bias associated with the order of
analysis.

The authors were not blind to the experiments carried out in the study, as the experiments performed were not deemed to be at risk for
experimenter bias.
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