S12 Fig

o
=
"
/
/
/
/
/
\.I
x \\ “-a
Q) c
o
<+ C
e
L
T m
\
1
-
n 1
Q[
1
1
1
1
1
1
-
1
1
1
1
1
1
1
1
< !
] \
Q '
__
1
1
1
1
1
1
—— 1
o 1
et 3
Q '
e 1
1
1
1
1
o |
1
S 3
(<)) \
\
1
1
1
=l
= \
-~ 1
[Tp] \
o
o
i

10

#1

[ Control shRNA

I CTCF shRNA

#2

i

T T
o o —
o —

#3

L6SL
vrSL
68v.
T9vL
SSvL
€avL
L
86€L
€6€L
v8€L
6LEL
LvEL
€ceL
80€L
0€cL
80¢L
LLTL
680L
£L80L
€80L
LLOL
v.0L
¢S0L
0L
oL
v€0L
6¢0L
€¢0L
LT0L
v10L
L1799
0459
8999
9999
€599
7S99
€099
T0S9
6979

o

1

0.1

100

(a1eas 30]) @3ejuadiad uonejAylo N

10 -

0.1



S12 Fig

env

pol

pro

gag

S~

-

- ‘h.\
ite’ >« _

CTCF binding s

5’-LTR

[ Control shRNA
I CTCF shRNA

#4
#7

#9

L6SL
vrSL
68vL
T9vL
SavL
€avL
ovvL
86¢€L
€6€L
V8€EL
6LEL
LvEL
€ceL
80¢L
oeeL
80¢L
LLTL
680L
£80L
€801
LL0L
vL0L
¢s0L
144V
oL
veoL
6¢0L
€¢0L
LT10L
v10L
L1799
0499
8999
9999
€999
1S9
€059
T0S9

0.1
100
10 -
1
100

—
o

(ajeas 30]) @3ejuadiad uonejAyla

10 -

69v9

0.1



S12 Fig

<
b <
£ Z
25
B
s F
S ©
— (@\] LN
— — —
= 3 3
o
Lt
}-
m
!
ri
r
/o
Xh\\.m
s £
=]
<« .£
0
(¥
-8
1
\
v.
1
S
1
]
1
1
1
— |
1
1
1
\
\
1
1
— ]
Q \
Q \
_-
1
1
1
1
- 1
1
[s] \
L.
Y \
< \
\
\
]
]
S __
1
g ]
]
1
1
o \
-l 1
1 1
n \
T T T T L
o o — O o — -\ O o —
S - c 9 - c g -

(ajeas 30|) @3ejuadiad uonejAyisN

L6SL
vrSL
68vL
T9vL
SSvL
€avL
vvL
86¢€L
€6€L
v8¢EL
6LEL
LyEL
€ceL
80€L
oegc¢L
80¢L
LLTL
680L
£L80L
€80L
LLOL
v.0L
¢S0L
0L
oL
veoL
6¢0L
€¢0L
L10L
10
L1799
0499
8999
9999
€999
S9
€099
T0S9
69v9

0.1



S12 Fig. CTCF knock down by shRNA in JET clonal cell lines results in expansion of DNA methylation
in the pX region of the provirus

DNA methylation of the HTLV-1 provirus is presented the percentage of methylated CpG (Y- axis) at the
indicated locations of the viral DNA in pX region (X-axis). The schematic diagram of HTLV-1 provirus indicates
the regions examined by bisulfite treatment and DNA sequencing as described in the Materials and Methods.
The number of each clonal cell line is labeled on the right side of the figure.



