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Appendix 0.0: Figure 1. Mutations in the S-gene of variants from
the two infection episodes for each patient (a = patient A and
b = patient B) compared to the Wuhan reference (NC_045512.2).
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In each figure, on the first track is the reference. The middle
track shows variant from the first episode and bottom track
shows variant from reinfection. The grey colour along the tracks
indicates similarity between the query sequence and the
reference, whereas the coloured points indicate nucleotide
differences between the query and the reference. Different
nucleotides are shown with different colours. The box in the
bottom left corner shows, for each infection episode, nucleotide
mutations on the S gene and their corresponding amino acid
changes.




