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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research
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Further information and requests for resources and reagents should be directed to and will be fulfilled by the Lead Contact, Georg Holländer
(georg.hollander@paediatrics.ox.ac.uk).

All experiments have been carried out at least two times with biological triplicates in each group of the independent experiments.

No data was excluded from analysis.

All experiments were reproduced successfully and all findings were reproducible. The number of individual, independent experiments are
indicated in the figure legends.

The experimental groups were determined by different genotype (i.e. wild type versus homozygous CCT8-deficient) and were matched for
general genetic background, age and gender. Control mice were non-Cre lox::lox animals, hence allowing the analysis of litter mates of
individual matings with one parent heterozygous for the expression of Cre.

The two experimental groups (i.e. wild type versus homozygous CCT8-deficient) provided an obvious phenotype upon autopsy for the
phenotypic analyses that blinding was not possible. In the infection experiments, blinding was not achieved due to the large worm burden in
the CCT8-deficient mice infected.

Please see attached list of antibodies used in the study.

All antibodies used in the study have been previously validated and titrated in the lab, and are extensively used in the lab for various
projects.

The Cct8 KO mouse model (Cct8tm1a(KOMP) Wtsi, Project ID CSD45380i) on a C57/Bl6 background was obtained from the KOMP
Repository (www.komp.org) and rederived by the Wellcome Trust Sanger Institute (WTSI). Females and males were used at 4-10
weeks of age.

The study does not involve wild animals.

The study does not involve field-collected samples.




