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Supplementary Figure 1. Final samples of fV and fVa used for vitrification. HC: heavy chain; LC: light chain.
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Supplementary Figure 2A-B. Data quality of the cryo-EM structure of fV shown as (A) representative 2D class
averages and (B) gold standard Fourier shell correlation (GSFSC) of masked refinement of the fV map at 3.27
A resolution (emd id: 23048).
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Supplementary Figure 3A-B. Data quality of the cryo-EM structure of fVa shown as (A) representative 2D class
averages and (B) Gold standard Fourier Shell Correlation (GSFSC) of masked refinement of Factor Va map at
4.36 A resolution (emd id: 23067).



