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Supplementary Figure 1. Heat shock protein 90 kDa family gene analysis in breast cancer
(Oncomine database). (A) The number of up-regulated datasets was found to be greater than the
number of down-regulation datasets for most HSP90s, except for HSP9OAA?2, in various types of
tumors compared with normal tissues. Red: over-expression; blue: down-regulation. (B) HSP90AAT,
HSP90AA2, HSP90OAB1, HSP90B1, and TRAP1 were significantly upregulated in five datasets,
including TCGA.



