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Supplementary Material to “Glycosylation of g1 subunit plays a

pivotal role in the toxin sensitivity and activation of BK channels”
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Betal subunit RDQEELKGKKVPQY PCLWVNVSAAGRWAVLYHTEDT RDONQQCSYI PGS
(N80A) Betal NSDAN142A RDQEE LKGKKVPQY PCLWVAVS AAGRWAVLYHTEDT RDQNQQCSYI PGS
Primer S1: 5° TGTGGGTCGCCGTGTCAGC 3° Consensus RDQEELKGKKVPQYPCLWV VSAAGRWAVLYHTEDTRDONQQCSYI PGS
Primer Al: 5’ GGCATGGGTACTGGGGCAC 3’ 110 120 130 140 150
(N]:.L'ZA) Betal subunit VDNYQTARADVEKVRAKFQEQQVFYCFSAPRGNET SVLFQRLYGPQALL
Primer S2: 5 GCCGAAACCAGCGTCCTATTCC 3° Betal NSOANI42A VDNYQTARADVEKVRAKEQEQQVE YCESAPRGAET SVLFQRLYGPQALL

Sl Rty corspeiissuntaliet Consensus VDNYQTARADVEKVRAKEQEQQVEYCESAPRG ETSVLEQRLYGPQALL
(N30Q)

Frimer53:5' TGTGGGICCAGGTGTCAGC 3 Betal suburit iinozznxcxgpoyPcwvf:\lzs;\Acgnvz?mmrnmi:z:fCSYncs
Primer A3: 5 GGCATGGGTACTGGGGCAC 3’ Betal NS0O:N1420 IRDQEELKGKKVPQYPCLUVQVSAAGRUAVLYHTEDTRDQNQQCSYIPGS

(N142Q) Consensus IRDQEELKGKKVPQYPCLUV VSAAGRUAVLYHTEDTRDONQQCSYIPGS
Primer S4: 5 GCAGGAAACCAGCGTCCTATTC 3° i 126 189 140 150
Primer A4:5° CCTCTAGGTGCGGAGAAGCAGTAG 3’ Betal suburit VDNYQTARADVEKVRAKFQEQQVF YCFSAPRGNETSVLFQRLYGPQALLF

Betal N80O.N142Q VDNYQTARADVEKVRAKFQEQQVF YCFSAPRGQETSVLFQRLYGPQALLF
Consensus VDNYQTARADVEKVRAKFQEQQVFYCFSAPRG ETSVLFQRLYGPQALLF
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Additional file 1. The construction of N8OA/N142A and N80Q/N142Q mutants of f1 subunit. (A) The complementary
primer sequences were designed to construct N8OA/N142A mutant and N80Q/N142Q mutant of B1 subunit. Primer 1
(S1, Al) and primer 2 (S2, A2) were used to construct NBOA/N142A mutant, and primer 3 (S3, A3) and primer 4 (S4,
A4) were used to construct N80Q/N142Q mutant. (B) Nucleic acid sequence alignment between wild-type,
N8OA/N142A and N80Q/N142Q mutants of B1 subunit. (C) Amino acid sequence alignment between wild-type,
N80A/N142A and N80Q/N142Q mutants of B1 subunit. (D) Statistical analysis of current density of wild-type BK
channels (otpl) (n = 8) and N80OA/N142A (n = 8, ns, p > 0.05) or wild-type BK channels (a+B1) (n = 8) and
N80Q/N142Q (n =8, ns, p > 0.05) or wild-type BK channels (a+f1) (n = 8) and BK (o-+B1) channels pretreated with
PNGase F (n =8, ns, p > 0.05).
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