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Supp Figure 2:  TGFβ family ligand expression is anticorrelated with thyroid differentiation score (TDS) in PTC. A) 

Heat map of TGFβ family ligand mRNA expression in human PTCs compared to normal thyroid tissues. Fold-change in 

mRNAs was calculated from public transcriptomic data (GSE29265, GSE33630, GSE65144).  B) Pearson correlation 

coefficient between expression of the indicated TGFβ ligands and TDS using the TCGA PTC dataset (Network CGAR 

(2014). Integrated genomic characterization of papillary thyroid carcinoma. Cell 159: 676-690).


