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Validation

identifiers PXD024026 and PXD024089 (https://www.ebi.ac.uk/pride/ ). We the following human protein database (UniProtKB/Swiss-Prot version 2020 01, 20,365
protein entries, (https://www.uniprot.org ).

The external validation data was provided by the MGH Emergency Department COVID-19 Cohort (Filbin, Goldberg, Hacohen) with Olink Proteomics38 (https://
info.olink.com/mgh-covid-study-overview-page?utm_campaign=Broad%2520%2520Explore%2520Covid%2520Study&utm_source=research-
gate&utm_medium=MGH%2520post ).

-COVID-19 ICU: 295 samples from 78 patients

-COVID-19 non-ICU: 45 samples from 45 patients

-Non-COVID-19 ICU: 74 samples from 25 patients

-Controls: 60 samples from 30 patients

-Sample size was not predetermined but was powered to detect significant differences in the phenotypes of the study population.

From the originally recruited 97 COVID-19 ICU patients, 19 Patients were excluded from all analyses due to missing outcome records, resulting
in n=78 COVID-19 ICU patients.

In 3 of the 78 COVID-19 patients, only RNAemia but no proteomics were performed due to sample availability.

We used samples from patients recruited at 2 different hospitals and analyzed both plasma and serum to add robustness to the findings of
our study. All findings are reported and discussed in terms of their statistical significance in our study and replication in other studies.

Not applicable (observational cohort study)

Not applicable (observational cohort study)

ACE2 (diluted 1:1000, Abcam, ab15348), LGALS3BP (diluted 1:1000, Abcam, ab217572), SARS-CoV-2 Spike protein (diluted 1:500,
GeneTex GTX632604), V5-488 (diluted 1:500, Thermo Fisher Scientific, 377500A488), -tubulin (diluted 1:10000, Sigma-Aldrich
T5168), mouse-HRP (diluted 1:10000, Abcam ab6789), rabbit-HRP (diluted 1:5000, Abcam ab205718)

Antibody validation was according to the manufacturer’s information and past experience in the laboratory.




