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Figure S1. Aerial view of the Arroyo Seco 2 archaeological site showing the place of the

skeletons analysed in this study, related to STAR Methods.



Figure S2. Laguna de los Pampas archaeological site. View of the excavations, related to

STAR Methods.
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Figure S3. Aerial view of the Laguna Chica archaeological site showing the place of the

skeletons analysed in this study, related to STAR Methods.
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Figure S4. Original Maximum Clade Credibility tree for Haplogroup D1 and D4h3a,

related to Figure 2.
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Figure S5. Density distribution for each absolute difference between the posterior
TMRCAs of D1g, D1j and D4h3a. Dashed lines show the medians and dotted lines show

the upper 95% HPD boundaries, related to Figure 2.



