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Heatmaps of the Expression of CT83 and its Correlated Genes in Breast Cancer

Figure S4

Expression of CT83 and its correlated genes in breast cancer. mRNA expression of CT83 and its 16 correlated genes

in breast cancer subtypes according to the RNA-seq data of the A) TCGA-BRCA and B) METABRIC dataset. C)

mRNA expression of CT83 and its 16 correlated genes in 71 breast cancer cell lines according to the RNA-seq data

of CCLE-BRCA dataset.



Expression of CT83 and Its Correlated Genes in Breast Cancer

Figure S5
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CT83 0.00 0.00 0.00 10.44 0.00 0.00 

RP11-19E11.1 0.04 0.02 0.08 6.53 0.18 0.18 

FOXCUT 0.05 0.00 0.04 6.14 0.40 0.40 

HORMAD1 0.03 0.03 0.04 5.77 0.04 0.04 

A2ML1 0.04 0.05 0.40 4.82 0.12 0.40 

GAL 0.31 0.33 0.70 4.05 0.37 0.70 

PCSK1N 0.25 0.11 0.31 3.81 0.23 0.31 

ARL9 0.39 0.53 0.66 3.71 0.67 0.67 

GJB3 0.19 0.12 0.20 3.62 0.49 0.49 

ART3 0.03 0.02 0.05 3.09 0.12 0.12 
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VGLL1 -0.36 -0.42 -0.14 2.46 -0.09 -0.09 

CT83 -0.26 -0.25 -0.18 2.28 -0.25 -0.18 

UGT8 -0.32 -0.32 -0.28 2.26 -0.01 -0.01 

CDKN2A -0.30 -0.20 -0.15 2.20 -0.39 -0.15 

ATL2 -0.41 -0.15 -0.09 2.06 -0.07 -0.07 

ACTR3B -0.30 -0.34 -0.44 1.92 -0.12 -0.12 

HORMAD1 -0.29 -0.27 -0.22 1.91 -0.25 -0.22 

DSC2 -0.41 -0.33 -0.05 1.83 0.00 0.00 

ART3 -0.29 -0.30 -0.24 1.77 -0.23 -0.23 

KRT16P3 -0.35 -0.43 -0.11 1.75 -0.15 -0.11 

Top 10 Significantly Overexpressed Genes in TNBC
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Cell Line ATCC # Pathology CT83 CT83 CT83 BrC. Subtype BrC. Subtype ESR1 ER PgR PgR ERBB2 ERBB2

CCLE

mRNA, RPKM

CCLE

Copy Number

CCLE

CNV

Smith et al.

Subtype

Smith et al.

PAM50

CCLE

mRNA, RPKM

Smith et al.

Protein

CCLE

mRNA, RPKM

Smith et al.

Protein

CCLE

mRNA, RPKM

Smith et al.

Protein

AU565 CRL-2351 Metastasis 0 -0.4949 NC HER2+ HER2 0 - 0 - 1519 +++

BT-20 HTB-19 Primary 0 1.0873 AMP TNBC Basal A 1 - 0 - 33 +

BT-474 HTB-20 Primary 0 -0.5108 NC HER2+ HER2 7 + 44 +++ 796 +++

BT-483 HTB-121 Primary 0 0.0075 NC ER+ Luminal B 12 + 0 - 133 ++

BT-549 HTB-122 Primary 0 0.6944 NC TNBC Basal B 0 - 0 - 8 +/-

CAL-120 Metastasis 0 0.0098 NC 0 0 11 

CAL-148 Metastasis 0 0.0016 NC 0 0 111 

CAL-51 Metastasis 0 -0.0320 NC 0 0 36 

CAL-85-1 Primary 0 0.7327 AMP 0 0 24 

CAMA-1 HTB-21 Metastasis 0 -0.0062 NC ER+ Luminal A 9 + 6 + 36 +

DU4475 HTB-123 Metastasis 0 0.0056 NC TNBC 0 - 0 - 4 -

EFM-19 Metastasis 0 0.1858 NC 18 14 87 

EFM-192A Metastasis 0 0.0012 NC 2 0 1518 

HCC1143 HCC1143 Primary 12 0.8862 AMP 2 0 16 

HCC1187 CRL-2322 Primary 0 0.7196 AMP TNBC Basal A 0 - 0 - 49 +

HCC1395 CRL-2324 Primary 20 0.5679 NC TNBC Basal B 0 - 0 - 7 +/-

HCC1419 CRL-2326 Primary 0 0.0227 NC HER2+ HER2 5 + 0 - 1529 +++

HCC1428 CRL-2327 Metastasis 0 -0.0451 NC ER+ Luminal A 24 ++ 11 - 19 +/-

HCC1500 CRL-2329 Primary 0 0.0527 NC ER+ Luminal A 38 +++ 8 + 20 +/-

HCC1569 CRL-2330 Primary 0 -0.0851 NC HER2+ HER2 0 - 0 - 998 +++

HCC1599 CRL-2331 Primary 46 1.1759 AMP TNBC Basal A 1 - 0 - 22 -

HCC1806 CRL-2335 Primary 8 -0.0001 NC TNBC Basal A 1 - 0 - 20 -

HCC1937 CRL-2336 Primary 26 -0.3094 NC TNBC Basal A 1 - 0 - 23 -

HCC1954 CRL-2338 Primary 24 -0.0132 NC HER2+ HER2 1 - 0 - 1714 +++

HCC202 CRL-2316 Primary 0 -1.1648 DEL HER2+ HER2 0 - 0 - 1073 +++

HCC2157 CRL-2340 Primary 8 -0.2729 NC TNBC Basal A 0 - 0 - 47 +

HCC2218 CRL-2343 Primary 0 0.0093 NC HER2+ HER2 0 - 0 - 1157 +++

HCC38 CRL-2314 Primary 9 1.0248 AMP TNBC Basal B 0 - 0 - 58 +

HCC70 CRL-2315 Primary 19 0.2916 NC TNBC Basal A 1 - 0 - 19 +/-

HDQ-P1 Primary 0 0.0366 NC 1 0 27 

HMC-1-8 Metastasis 0 0.0934 NC 0 0 6 

HMEL 0 0.0037 NC 0 0 20 

Hs 274.T CRL-7222 Primary 0 0.0066 NC 0 0 14 

JIMT-1 Metastasis 0 0.1292 NC 1 0 179 

KPL-1 Metastasis 0 0.3295 NC 9 0 26 

MCF7 HTB-22 Metastasis 0 0.4003 NC ER+ Luminal A 18 ++ 4 +/- 24 -

MDA-MB-134-VI HTB-23 Metastasis 0 0.0308 NC ER+ Luminal A 39 ++ 1 - 11 -

MDA-MB-157 HTB-24 Metastasis 0 -0.1164 NC TNBC Basal B 0 +/- 0 - 10 -

MDA-MB-175-VII HTB-25 Metastasis 0 0.0006 NC ER+ Luminal B 4 +/- 0 - 94 +

MDA-MB-231 HTB-26 Metastasis 10 -0.2376 NC TNBC Basal B 0 - 0 - 12 -

MDA-MB-361 HTB-27 Metastasis 2 -0.7120 DEL HER2+ HER2 6 ++ 1 - 362 ++

MDA-MB-415 HTB-128 Metastasis 0 0.0230 NC ER+ Luminal A 4 +/- 1 - 31 +/-

MDA-MB-436 HTB-130 Metastasis 9 0.1899 NC TNBC Basal B 0 - 0 - 7 -

MDA-MB-453 HTB-131 Metastasis 0 -0.1366 NC TNBC Basal A 0 - 0 - 148 +

MDA-MB-468 HTB-132 Metastasis 24 0.2932 NC TNBC Basal A 1 - 0 - 11 -

SK-BR-3 HTB-30 Metastasis 0 -0.5219 NC HER2+ HER2 0 - 0 - 1011 +++

T-47D HTB-133 Metastasis 0 -0.3782 NC ER+ Luminal A 19 ++ 70 +++ 43 +/-

UACC-812 CRL-1897 Primary 0 0.1306 NC HER2+ HER2 9 - 11 - 1162 +++

UACC-893 CRL-1902 Primary 0 0.3740 NC HER2+ HER2 1 - 0 - 1652 +++

ZR-75-1 CRL-1500 Metastasis 0 0.0227 NC ER+ Luminal A 12 +/- 20 +/- 50 +/-

ZR-75-30 CRL-1504 Metastasis 0 0.0143 NC HER2+ HER2 5 - 0 - 1401 +++

184B5 CRL-8799 N - - -

MCF-10A CRL-10317 N Basal B - - -

MCF-10F CRL-10318 N Basal B - - -

MCF-12A CRL-10782 N - - -

Hs 578T HTB-126 Primary 0 -0.1530 NC TNBC Basal B - - -

MDA-kb2 CRL-2713 TNBC Basal A - - ++

mRNA Expression, DNA Copy Number, and Copy Number Variation of CT83 in 59 Types of Breast (Cancer) Cell Lines

Table S2



CT83 Mutations in Cancer

Table S3



Table S4

CT83 and Immune Infiltration in Breast Cancer


