Observed (-logP)

20

[ERN
o

[EnN
o

bip_pgc3.6.chr3

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs9834970 : || Bipolar_disorder(22182935)(1E-12)

sar_m‘ania_o...(24280982)(1E—10)
Bipolar_disorder(28072414)(2E-10)
Bipola@lg)rder(27329760)(5EflO)
Bipolar_disorder(28115744)(2E-9)

2.r1s3732386 : o Schizophrenia(28991256)(3E-11)

3.rs6550435: | Bipolar_t dlsorder&’&ilSSQl)(ZE 8)

4 . rs75968099 : Schlzophrenla(25056061)?1E 13» 8,
Schizophrenia(26198764)(2E-12)

@11&? spectrum...(28540026)(1E-11)

snp / p/or/ maf/info / directions

a.rs9834970/6.63e-19/1.09/0.48/0.992 / 13-44-0

5.156789885 : || PlatqRd iﬁﬂ@@mzsz)(z&lo) °8
[ ® @ o
() ] o © o % p =5.0e-08
@ o0 °
[ N.@ ° @ oo
oo ® o
«® ° ° °
° ° ° °
o o ° 5.Q° Q %o ;, o 00 0 0o ® .80 o u,w ° e 0“‘.
P °
& ° ot e .wm.m-...,wa.‘ ‘”P&.., @ °
8 ° o o PO
‘:o .“!. °‘n " '.~a a;
TR ¥ R A U LN ) W I Sy 09.9.8%. . 3 tmgu® "> [
‘ X aﬁgf .: -o {w n‘,,, ° T © ‘ ‘e."""h:’-.:.“
>
..pﬁﬂ.- 0,005 tﬂ"‘ ........ . e “‘.::r‘.‘g. ..... %. % .nf'v
LINC02033 LOC152048
TRANK1 GOLGA4

EPM2AIP1

MLH1

LRRFIP2
Bl Ul | | I
LI N B | I ]

H

— 40

— 20

I I I
36800 36900 37100

Chromosome 3 (kb)

I
37300

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

[EnN
(e}

[N
N

[EnN
N

[ERN
o

bip_pgc3.17.chr6

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs12202969 : Bipolar_disorder(24618891)(1E-8)

2.rs12206087 : Intelligence(7E-39)
Cognitive_ability(29186694)(2E-11)
3.rs1487441:  Educational_attainment(25201988)(2E-9)

Bipolar_disorder(27329760)(3E-8)

4 .rs9401593 :  Educational_att...(27225129)(4E-28)

5.rs10457441 : Cognitive_function(25644384)(4E-9) [ 7 °
6.rs1906252:  Educational_attainment(27046643)(1E-9) i 8 °
7 .rs17814604 : Intelligence(3E-14)

Cognitive_ability(2E-11) o

8- Ts6931604—inteltigence(4E=17)

12641 o

9 .rs4587178 :

Intelligence(8E-14) (] (XY
10.rs901630: Intelligence(1E-28) o 8% ° 14°
......... e
-ﬁm see  o%m 16
P ®
190 1'87 O'P 4 ® L4 o 0,0

22- °

44444 ¢ 0%.D. . .08

MIR2113

eeow'% e,

i DT

“é;]._??"?? w0 tw °“°"' o8, ".-m N 10] R

snp / p/or/ maf/info / directions
a.rs1487445/1.48e-15/1.08 /0.49 / 1.000 / 44-13-0

p = 5.0e-08

13-

[ ]
o
THomoesn o ® ®e °afbmacsy
(]
'y o0 °

208 .

'enﬁoa %0 aqle 0° w0 o°
° % o °
q....;:.e..?‘.’...'..'. ..... u..°.n.;5....'.n...v.."..‘?u‘\$$.14.......

I I I
98200 98300 98500

Chromosome 6 (kb)

I I
98700 98800

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Y S
o N M O

Observed (-logP)
0o

|1 DO.SEIO.GEIO.4I:I0.2I:I0.1|

-

. 1s2159100 :
. 1s1006737 :

Schizophrenia(28991256)(3E-19)

N

Schizophrenia_o...(24280982)(6E-@ @

bip_pgc3.41.chrl2

snp / p/or/ maf/info / directions
a.rs11062170/1.87e-15/1.08 /0.33/1.000 / 45-12-0

) ) e
Schizophrenia(23974872)(5E-12 @0 ® e ] 03 e e
Autism_speclrum.,(23453885)(5%79) Py f
Bipolar_disorde...(20351715)@fF-8) ° 906
. ; _ [ (]
3.rs1024582 : Autlsm_speclrumA.,(28540826)(8E 14) ® ) ° °® o
4 . rs2007044 : Schizophrenia(25056061)($718) OQ’ ) e 5 °
Schizophrenia(26198764Q1E-17)  ®
(<] (]
Autism_spectrum...(28540036)(6E-14) ° o
5.rs4765913:  Bipolar_disorder(28072414)(3E-9) ° (] p =5.0e-08
Bipotar—disorder(21926972)(2E=8) ©
.
oo %o ° o °
? ° ® ‘ *
° oa ° ° ".S ° n:". ° °e
° & e ° R ) °
° [} e o @ ®
o o 0.0 0.9.% o e ° ’ ° ° “e . P e .® °
.................................................................................................................................. P
o e % %o u"a% :.o.,,a o .u.m.dus\mm........ . e °.o- o oo H
° ° ° ° o o °
...... SOk BOUS SR N SISO SR TR0 L N0, U I S S Cp SO I TN i o SR
. CACNALC
T
CACNA1C-AS4
CACNALC-IT3

2300

I I
2400 2500

Chromosome 12 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

[l e N
ONDOO®ONDIMO®

|1

0O o8 O 06 @ 04 O 02 0O 0.l|

93«89

1969

HISTIHC

HISTIHID

bip_pgc3.16.chr6

GuseP2

+TST819540t —Breastcancer(2995968S8)(2E—97 snp/ p or / maf / info / directions

_ 2 .1s66975207 : Depre55|on(7E"—E|))( .rs13195402 / 5.75e-15/0.87 /0.08 / 0.985 / 13-41-3
3.r1s13220495: Squamous_cel 2860473,
4 .rs80264589 : Intelligence(8E-14) 1 4‘&!_.

— Lung_ cancer(ZB
%%ﬁc = %@%,ﬁe w9 O @

= 6 .rs41266839 : i ia(<£) é_) g %%%@) g

— 7 . 1517693967 8 = 5008

uNcmmz orzss aPxs Lincote2s oR10CL
LOC101926663 HISTIHIC  HISTIHAF 2nFs22 LINC00240 LOC100131289 ORIF12 8ED9 HeG14 ORzHL
CARMILL LOC106763645HISTIHAG Loc100270746 HISTIHZBL NF16s LINCO0533 TRIMZ7 MASIL
scon HFE  HISTIHGF HISTLHZ8) HISTLHZAI zscaN1zPL UNcosss Uncot01s
HISTIHZAA HISTIHAC HISTLHZBH HISTIHAG HISTIHaH zscAN6-ASL HeG15
HISTIHZBA HISTIHIT  HISTIHAG HISTLH2BK HISTIHA) 2scants 2nFa1L
HISTIH2APS1 HISTLHZBC HISTIHZB! HIST1HaI HISTLHZEM 2Kscane Loc100120636
sicizas HISTLHZAC HISTIHAH HISTLHZAH HISTIHA) 2nF10201 oraw1
sieial HISTIHIE BTNSA2 MIR3143 HISTIHAK ToB2P1 OR2B3
sici7as HISTIHZBD BTN2A2 PRSS16 HISTIHZAK zscAND oRa2a1
siciaz HISTLHZBE BTNGAL PoMI21L2 HISTLHZBN 2ZKscaNa oRz3s
TRIM3E HISTIHAD BTNZATP NIRIOP HISTIHZAL NKAPL o222
HISTIHIA  HISTIHAD BTNGAS 2NF204P HISTIHIE 2scanzs Loc101920006
HISTIHGA  HISTIHZAD BTNZAL ZnFa0L HISTIHS! PGED1 ORI
HISTIHAA  HISTIH2BF Locaesela NF18a HISTIHAL 2scana oRsv1L
HISTIHAB  HISTIHAE BTNIAL HISTLHA) 2Kscans oR1203
HISTIHSB  HISTIHZBG HeG11 HISTIH2AM zscant2 oR1202
HISTIHZAB  HISTIHZAE HMGNA HISTIHZB0 zscANzs OR1201
HISTLHZBB  HISTIHAE Loc10s374988 oRzB2 oPxe OR1IAL

— 20

25100

| | | |
25800 27300 28800 29500
Chromosome 6 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

14

bip_pgc3.36.chrll

|1 I:IO.SI:IO.G-O.4I:I0.2I:I0.1|

1.rs174592: Serum_metabolit...(29545352)(3E-13)

2 .rs174567 : Serum_metabolit...(29545352)(2E-13)

3.rs174601 : Red_blood_cell_.. (25500335)(3E 305)
Gondoic_acid(1E-45) ﬁ@’ m\ f)i% 'fo’
Blood_metabolite_levels(2481625% b ‘%&s
Trans_fatty_acid_levels(25646338)(3E-13) % g oo 36’
Liver_enzyme_le...(22001757)(3E-9

4 . rs174594 : Colorectal_cancer(29471430)(2E- % °® 420 04-30 ° (<] °®

° e

Serum_metabolit...(29545352)(5E-13)
Plateletcrit(27863252)(9E-10)

snp / p/or/ maf/info / directions
a.rs174592/9.92e-14/1.07 /0.40/0.987 / 12-45-0

p = 5.0e-08

Hemoglobin_Alc_levels(29403010)(4E-9)
5.rs174578 , Glycerophosphod...(Z8068415)(2E-, °
. 48 .B|ood_m51a5:;|ite_|ov§§£$24816252§£2—:12)
° .BIood_metabolile_levels(2481625g2°)(3E724)
° Glycerophosphol...(26068415 (SEv."g
Serum_metabolt...(29545352)(9E®13)

6. rséLMw Serum metabeln (29545359.)(4E 25) »

o '°. L) o o0
. anwf’lasma omega & . (25581805)(2&16) o .. 5@3 0 o afgea

: +59- .

oo %

v‘f,.@O- ..............................

0% e
UUDRIPY SR SIS S mmmm&(gw@gﬂs@,gn;;_g)..., ............ FSUUUUEPRSEE I e N N T S L L S 2. S 1% ) un"f.’?l‘.'e ......

pAGLAErum_metabolit...(29545352)(1E-15)

B ..(29545352)(4E-15)
Serum_metabolit...(29545352) (AE-RI5)
Serum_metabolit.. (2&?4@5&%“’“
Plasma_omega- BKFWQ%S)QE 65)
Gondoic_acid(3E-46)

FADS1
7 .rs174528 : MIR1908

TMEM258 IFADSZ |

Serum_metabolit...(29545352)(5E-18) “H 1

Serum_metabolit...(29545352)(8E-15)
MIR611

Serum_metabolit...(29545352)(9E-14)

MIR6746

RAB3IL1

FADS3

Serun]_mﬂamm (29545352)(4E-13) |
61500 61600

Chromosome 11 (kb)

I
61700

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



bip_pgc3.21.chr7

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

Observed (-logP)

1.rs113779084 : Educational_an...(27225129'(3E78} snp / p/or/ maf/info / directions
a.rsl13779084 /1.42e-13/1.08/0.30/0.976 / 44-13-0

® ee
P @
° ] [
° ee
o

° ° ® eo p =5.0e-08
e ® e °
e
° .0 %
[ Qe
§°° ° ° ®a s
¥, eo ° e 4
® °
% o ° o ? N
e O @ %n' ”fo .0°°° owo : g ] .~ '
p ° o °%® .Q? Py
0 s Oge e %o 5% [ .
.................................. A’#z.. “ ee e ﬁg"fr. *n‘n“.t .7?;,0?::.@;'.,.4“..4,.”4‘.;‘4‘?6:4.':?.%..4.6'“,.,,.5—.a.'s.”..”..”...'?...u.
° % e 52 ° o © PP 0 © Sooe oo ¥ °
'. a0 ° 83% %o ° 00 Q o, . & &
’lu oo 28 o o . oo 08% %% o ° ° o o of pa.ﬁﬂo ° o b ° J,M@%E.
...... ?'. &MA"’ i JOS ...?.“......“......w...,..ﬁ.“.'m".q...o“.....n..........4.........5..,.. gm0 200 Ralngr dee B0 .00 Pt . ...
THSD7A
1
1

I I I
11800 11900 12000

Chromosome 7 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

14

12

10

|1 I:IO.SI:IO.G-O.4I:I0.2I:I0.1|

1.

rs2590838 :  Adiponectin_levels(22479202)(2E-13)
Waist-to-hip_ra...(28448500)(2E-9)
Waist-to-hip_ra...(28448500)(2E-8)
.1s2577831:  Schizophrenia(28991256)(5E-13)
. r513083791 mp@_a&]mfer...(28448500)(2E—11)

Waist_circumfer...(28448500)(4ky-11)

..(25673412)(4E-11) §
(25673412)(7E-11) 2 4; ?

.(28448500)(1E-10)

©  Waist-to-hip_ra.
®  Waist-to-hip_ra..

° Waist_circumfer..

bip_pgc3.7.chr3

:Q@a- .4‘....

snp / p/or/ maf/info / directions
a.rs2336147/3.61e-13/1.07 /0.50 / 0.999 / 45-12-0

p = 5.0e-08

S e 5. Wa;slvoa hm-m 8'4513&2 St 81,:"L .....

Waist_circumfer..

v (28448500)(3E-10)

(28448500ﬂ5E 10) 3!1@
(25673412)(5E-10) o
(28448500)(6E-1® o
(25673512)(25—9) °
° Waist_circumfer...(28448500)(3E-9§

Waist cnwfer
32Ma|sl to—hip_ra..
Waist_circumfer...

Waist-to-hip_ra...

o o LY o
° o Waf circumfer, {28448500)(4E-9)

| .u. . Walslucncumfer (2,844??2(13193)7 ." °°

[} o®

Rl EoR

...9»..4?..; ".'/@-"..p“:

R0 P

filter: p < 0.5

R
P Tt Y ST

................... Intelligence(8E— 9)
o9 152710323 1 WAISTSto-hip_ra...(26426971)(FELE2) Gnsees: THEMLO-MUSTN

. 1s2535633wcioBedy_mass_index{@4861553)(2E-10)

Waistgtemhip_ra...(26426971)(6E=1Q)

Waist-to-hip_ra...(28448500)(4E-9)

= Schizophrenia,_...(24166486)(3E-8)
.(28448500)(4E-8)

ALASL

TLRY

TWE2 | MIRISS sTABL
- Waist= 'I1|p ra.. ——
NTSDC2

. 152535627 : Schizophrenia(26198764)(gE—11)
PRVIN 75y Smivie
Bchizophrenia(25056061)(FE-11) -
worez PHET
. 152302417 :  Bépetar_disorder(28072414)(@&-9)

SNORD136 NEKa
SNORD19
SNORD19B
SNORD19C
SNORDSS

PBRM1 GLTED1

STIMATE

ITIHL MIR8064
ITIH3.
ITiHa

ITIH4-AS1

MUSTNL

SFMBT1

.rs3617 : Autism spectrum...(28540026)(3E-12)

52200 52300

I
52700

Chromosome 3 (kb)

I I
53100 53200

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.33.chrl0

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

p = 5.0e-08

1.rs10994415: Bipolar_disorder(24618891)(7E-11) snp / p/or/ maf/info / directions
2.rs10994299 : Bipolar_disorder(28072414)(1E-@o a. rs]g‘.as /1.14e-11/1.13/0.08/0.999 / 11-44-2
[
3.rs10994397 :  Autism_s Irgm.,(Z?:%&S@(?E*Q) e 0P &
4.rs10994359 :  Autism_spectrum...(23453885)(3E-9) 4 ® ° Si
. oo 5e @ ©
5.rs10994336 : Bipolar_disorder(18711365)(9E-9) ° e e
6.rs4948418 :  Bipolar_disorder(22182935)(4E-10) 6 %o
8 P
° [
& Po ) [
° . PP ® @
o w,,. °
L]
Y
© ew o ® ° °
9 o0 ° ° o () o o
° ®, : o = P o o am® © o °e o c ® 0 %cec.,
o e ° ° R . o
o ° ° ° ° °
° 2% Bowon g0 @ °° ° ° o ° o2 °a’, 0 ° ° ° ° ° °
.................... . L ...e......%. ... 8 09 gpaawo 0 0 0:00-80- @ et %% ... .0...0..2°% 9°g.e Q%000 o, ... ........
P P R R R T % PR R oFay L o 00 g oas © % @ @@ a
9 8 o %o, o 8 ° o o, o 8 J®%a° Wy 209 00 g0 B o o
5 ) mtm W Cf Seso™ R o B I M & YT 2l R it A s R R R

— 40

— 20

A

I I I
62000 62200 62400

Chromosome 10 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.35.chrl0

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs17095355: Biliary_atresia(20460270)(7E-9) snp / p/or/ maf/info / directions
2.rs10884920 : Bipolar_disorder(28072414)(3E¢ a a.rs2273738/1.63e-11/1.10/0.14/0.936 / 42-15-0
@
3.rs17127170: Platelet_count(29403010)(4E-8) ' o g
4 .r1s77652395 :  White_blood_cell_count(29403010)(7 0 J
ot e om0 N0 ENGGS BB 6 O, goon, o
Neutrophil_count(29403010)(4E-8) ° e ° o , ° Qe
) ° ° o
e ° S
° p =5.0e-08
@ @ o
[]
o@ ) &O@ e o O&
? gp ee o (X< o @ o
° o®
e o
®°
°
[ r'y [-]
° ° ® o o&%oo
@ ° ® e
% o & ° ° ° ° o L]
o8 . 00 a0 *oge 8 ,° e om
(] o
o 3 ° °® - . oe oo © o
M o °
° c&’ag °of ”‘o%" ° oo ® 0, ® JOp @0, ® 0 geooo eo® ¢ ° o"utﬂ: o °
e e® o ° ° °® °
s . e © e e . . RIS L SO
e g R o e o 0. S S B R IR AR R RER R FER LR TR TR 5‘%&4 ...H....‘,‘,° o b 0%0? ‘,,..H.
& e 2 . & 'n‘r e o o . ° . ° o0 ® e o o °3 °° o ",'--0“"
e oge LI AR © % ° L 0080 ° & o o < S o &0 pounmipPASegm ag
LI JI i 1= it =G SN Sl R SIS SR SR A e XY YA
XPNPEP1
ADD3-AS1
ADD3
[ L4l
A LR
MXI1
SMNDC1

— 40

— 20

I I I
111500 111600 111800

Chromosome 10 (kb)

I
112000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

12

10

. 1s12543645 :
. rs73191547 :
. rs11249992 :
. 1s615632 :

. 1s9329221 .

. 1s6601450 :

o A W N

bip_pgc3.27.chr8

Schizophrenia(28991256)(3E-8)
Schizophrenia(26198764)(4E-8)
Systolic_blood_pressure(28739976)(4E-11)
Neuroticism(29255261)(3E-21)

Neuroticism(29255261)(9E-28)
Eosinophil_perc...(27863252)(2E-9)
Eosinophil_perc...(27863252)(3E-9)

(. T1SZ8U97917 7

8 .rs10108511 :
9.rs12682352 :

FAMBSB.

FAMB6B3P

PRAGL

snp / p/or/ maf/info / directions

a.rs62489493/2.64e-11/1.09/0.13/0.986 / 15-42-0
b . rs3088186 / 2.08e-08/1.06 / 0.29 / 0.994 / 43-14-0

p = 5.0e-08

Neuroticism(29255261)(5E=30)

Barrett's_esophagus(27527254)(3E-9) ®
Barrett's_esoph...(27527254)(2E-9)
Neuroticism(29255261)(1E-24)  °° o
°
L\Ieuroticinsm(27067015)(2°Ef15) ®° .
22(27182965)(6E-11) | o °

5% 2o

cLDN23

Locis23 ™KS MSRA Loc102723313
MEHASL MIRSO7  LINCO0S99 LINCR-0001 PiNXL
ERLL MiR124-1 PRSSSS MiR1322
MIRdsE0 RPILL 10101926229
SNORDS! MiRa286
PPPIRIE cBorfra
Locionsz0128 sox

XKR6
MIRS98

L0C101929269

sLcases
TOH

LOC100129129

FAMI67A-AS1

FAM167A

LINC00208

DEFB136

GATAY DEFB135

DEFB134

SNORA9Y

CBortag

NEIL2

FDFTL

8100

I I
8700 10000

Chromosome 8 (kb)

I
11300

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

I
11900

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.15.chrb

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

. °®a

snp / p/or/ maf/info / directions

a.rs10866641/2.79e-11/0.94/0.43/1.000 / 43-14-0

()
@@ o
(] o © 0 ®
° e
°® eo D&Q p =5.0e-08
° °
g ° @ o ° :‘
[ o 4 ° o © ° g ogee
®°e .D 0 %% e° f:
o , o o o
° . o ©° oo o 4
o °
N e u. ° eeg ° o ® [ P
.o .. ‘-
® o, ° o o "° %ag® ot ° 8
Lo R 00 * R ° o °
° © o W0 o v o 00 &4 ° °
DL I, R O, e . e, )
° °0 3 :’.. bt >
o © 0w o % o s'l ° o % o ° ° . .
4444444444 L R P AN #r e WU S T S DA S U S
P 00 8000 %00 fRge o o O TP deer w & . o
©9. 902" & o 0o o @8 4 eolen LI o @ o
° 00000 (Y4 ° Qo%0 ® ¢ 'S ° 0 ° ° °
o o %@ o ¥® @00 0 4 00D &P o 0 ® ° o oo © 8 o o o o8 %o &a
...... * 3:.?!.'f.."...e.‘?.'.f';'.a";??..:..";;.'...'.‘?'?-.-f:-.‘i;...fa:!-.'. % so. .°.?'..ﬂ.:,....q....L‘o.o..u-.u.é.ﬁ...Qf.....“.'.'.'f.“. .°.".p'."f‘.5..94..'....5'° A f.:.‘..',‘. 30 . ...
DOCK2
R Hj NI SHIN | Ll N | |
A ELLLLE | H A I

INSYN2B

I I
169200 169300

Chromosome 5 (kb)

I
169400

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.55.chr20

.1s6032067 :  Blood_protein_levels(28240269)(3E-14)
. 1516989763 :  Blood_protein_| Ievels(29875488)(2E735)
.1s6124687 :  Mean_platelet_volume(2786325

.1s11697677 :  Blood ii I '/www ‘ .“

AW NP

WMM ,

Py o @ 00>3°‘ o o

. o soqpo® qn 000050 % o oo * oo %@ @@ @ °

snp / p/or/ maf/info / directions
a.rs67712855/4.22e-11/0.93/0.31/0.997 / 46-10-1
b . rs6032110/1.01e-09/0.94/0.49/0.985 / 44-13-0

"b

’ p =5.0e-08

° ° e ° ° o °
o o e e T .| . ° AGP & i,
N
o ° o
444444 A .2,”:,5:.u“‘o.o.a..“ah'éuo.
g %ot @ st o, - R 2o o @l © oo o . v s " L. e o0 <&
°o AR wg o o 8 00 % 0% g ° ° o @ ° o 4. o
SR ®0 o ... [ T Y . . S PR o2 .. 82%w 000ty . .m0 a0 . BO0. . 004 9. B, nvﬂnu&““ % 0. B o " SR PR e BUPs
PABPCIL WEDC5 SLPI SYS1-DBNDD2
TOMM34 WFDC12 MATN4 TP53TG5
STK4-AS1 PI3 RBPJL
STK4 SEMG1 spca
KCNS1 SEMG2 SYS1

I I
43600 43800

Chromosome 20 (kb)

I
44000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.2.chr2

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs56361249 : Bipolar_disorder(28072414)(3E-10)

2.rs2271893:  Blood_protein_levels(29875488)(4E-24)
Bipolar_disorder(22182935)(2E-10)
3.rs2579500:  Eosinophil_perc...(27863252)(7E-39)

Eosinophil_counts(27863252)(8E—-39)

snp / p/or/ maf/info / directions
a.rs4619651/4.78e-11/0.94/0.33/0.994 / 13-44-0

4 .rs2579519 :  Diastolic_blood_pressure(28135244)(5E-12) o e
5.rs2692947 :  Eosinophil_perc...(27863252)(4E-20) @@6 p =5.0e-08
Neutrophit_perc.(27863252)(2E=18)
6.rs2708977 :  Eosinophil_perc...(37863252)(5E-34) o ° °
) o °o e
Neutrophll_perc..JZZW&SE*Z% R °
s °
° °e
° °, oo e
o0 0 o
e L ° ° ’..\°°°o o °° ° oo *
° o8 & e ¥ o o

LINC00342

STARD?
ANKRD36C

STARD7-AS1 NEURL3

FAHD2CP

SNORAL12

GPAT2 ARIDSA

TMEM127
ADRAZB ciao1

ASTL SNRNP200

DUSP2 ITPRIPLL

LOC105373496

filter: p<0.5
FAM1788 ANKRD36B
MiRa127 Loc101627053 coxse

CNNM3-DT ANKRD36 ACTRIB

CNNM3 LOC100506076

C2ort92

KANSL3 ANKRD23 LOC100506123

28PT0

FERILS ANKRD39

TMEM131

LMAN2L SEMA4C

I I
96400 96700

I I I
97400 98100 98400

Chromosome 2 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

12

10

bip_pgc3.47.chrl5

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1

2.
3.

~N o o A

. 1s12908161 :
s66486766 :

rs950169 :

. rs35828350 :
. 152292462 .
TTS2115630
. IS7176527 .

Schizophrenia(26198764)(5E-10)
Bipolar_disorde...(29121268)(1E-11)
Schizophrenia(28991256)(5E-12) ,a.

snp / p/or/ maf/info / directions
a.rs748455/5.01e-11/0.93/0.28 /0.997 / 46-11-0

e ©°
Schizophrenia(25056061)(2E-11) ° g w [ ® ()
QPhlzo&hrema(ZGlWE 11) @ @ 4“ ..~&@ &
ﬁllsm ?p% Ff (2854001 -11) o % o a 4o
Cregfine_kinase. Ievels(29403010)(1E 8) % ® p =5.0e-08
P_wave_terminat force(28784112) B6E=10) ° e
(]
Waist_circumfer...(28448500)(6E-9) e
°
Waist_circumfer...(28448500)(1E-8
- ( )(1E-8) . ® o
Waist_circumfer...(28448500)(2E-8) %o@s ee ) () ® Oe
Waist_circumfer...(28448500)(3E-8)
° ; o
o st _circumfer...(284485009(4E-8) e
s ren oo $o oY = o ¢ e e @8
o

& .
. . E Q& %%.8 o .. o8- u& AN
o0 00% o o0 o o 6%
? R T T O S S I ¥, o . TR e0%¥o ™3 @ O .-.".'t”j e
h o"”a ° o ° Rl W P o o 00q 3,
9, o 8% 39,4 K 30 o oBomys s -r- @ oo ﬁ-.,.u)“
x&u RIS 2 RN e o ST r 2¢ - SO I SR R TN 8 3% S PRYS N
ADAMTSL3 LOC642423 GOLGA6L5P WDR73 SLC28A1
EFL1P1 GOLIGlA6L4 UBEZiZPl NI\H/I:B
UBE2Q2L LOC103171574 LINC00933 SEC11A
LOC440300 LOC102724034 ZSCAN2 ZNF592
GOLGA2P7 DNM1P41 SCAND2P ALPK3

84600

I I I I
84700 85000 85300 85400

Chromosome 15 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.39.chrll

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|
snp / p/or/ maf/info / directions
‘a a.rs12575685/1.24e-10/1.07 / 0.33/0.964 / 45-12-0
S
e e° ¢
% 4
° °
] oo ° p=50e-08 | 40
° o
® o
® L]
06.
(1Y °
°
° of — 20
e ° ° ° °
° ° ° : ° °
° o ° o e oo ° ul
° 4 ° ®° goo",“.m.B oy
8% .. 8. LI SR SR & M P..... L L A U A N 8O,
e ® Foed 9 ° o 0 ° ? e ° ° %
D 0 g™ * Bl ° ° o ot LI 00®° o ° o oo o
° o o e e me o @00 @y ° % 0 a0’ 000 o0& ° e o & o
o &3="% X n.- 3»' ° e ° . 00%%% %9 o 0° ° ...q,,!n..,.,,.-‘o.vs:u. oq ° ° °
....... @ $4,5.° f::"u.a.'?lr';ﬁ..&.'ﬁ“'ﬁ. S SRS L. S SN N S % S B SRS I Y PO PP ST ot W07t S -0
SHANK2
Kl | [} | )
N | I I Al

SHANK2-AS1

70500

Chromosome 11 (kb)

I
70600

I
70700

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs9039: Menopause(3E-8)
]
° L]
o8 o °
Q800 °
h;%‘.’! °%

o IS ° ° ° ° o
s S0 o ° e 000 °
....... l’.,,u..,‘4.;“&,‘..,",,H,,H...,,.,,L,‘._b,.”.o-

%, °

ReacP ’,."?’,”‘ "0’.‘;‘-" . o

........ 0, o SR e R e

bip_pgc3.49.chrl6

C160rf72

snp / p/or/ maf/info / directions

a. ri28455634 /2.63e-10/0.94/0.38/0.937 / 11-46-0

(]
® p = 5.0e-08
(]
(]
° e
o ﬁ °
(]
e ® e o
o ) ° [
° ° o
° ° 1b° * (] Oa;g o
(] o & °
0 o o™ %  , P o MY, .
o @ 3 e ° &% ° .
o e o° °
Gn e e (] ° e o .° ° e ° o %
0o ° . N o . ® o ‘.
.............. a°-'°o 44..4'4..‘.'4:.,!41:.4,4...\’4",..‘!4..”':.,,484...4...“.
Poee. W0 A LR IR AR ST W)
03 ® oo & .%u.. °° ’ oo e o s’ 00 5 oo *;q;'
A B . 0% B o S% T LR o B SR %eoBog " % .. 0. %. ...

9100

I
9200

Chromosome 16 (kb)

I
9300

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

10

B1 0O o8 0O

06 @ 04 O 02 O 0.l|

. 1s9901595 :
. 152269906 :
. 15227584 :

AW NP

. 1s2857078 :

(&)

. 15228769 :
6. 11476512 :
7 .1s9910055 :

Mean_corpuscula...(29403010)(2E-18)
Mean_corpuscula...(28017375)(1E-8)
Bone_mineral_density(22504420)(3E-24)
Reticulocyte_count(27863252)(2E-30)
Red_cell_distri...(27863252)(2E-22)
Bone_mineral_de...(19801982)(2E-8)
Immature_fracti...(27863252)(1E-16)
Total_body_bone...(29304378)(3E-11)

bip_pgc3.54.chrl7

®a
e
(]

(<)
R Qoo %o o
5e °

snp / p/or/ maf/info / directions
a.rs228768/2.83e-10/1.07/0.29/0.976 / 11-46-0

02l

4o

— 40

p =5.0e-08

Total_body_bone...(29304378)(3E-9) ° o o ¢
8.rs12602486 : Glycated_hemogl|...(24244560)(1E-24) e o ®0oa® d’o% [XE ) 7o <) ® 6. °
[ (] °
9.rs144219190 : Total_body_bone...(29304378)(4E-8) eam s ° .
° [ ]
10 . rs9303601 :  High_light_scat...(27863252)(4E-11) ® ° .
(<] [
High_light_scat...(27863252)83E-@0) © g — 20

......... @® o0 4 @ o . o
° ]

o e ° e 0 o © o °
o ° ° °
N ° ° : o’ e,

0o %o °® o o ° o0 ° % °
o ®. o .. o FORR STRet © Ly Beub iR SURIPA  SSRPRPOP S SR I T S
o ° o o o
2 L 3 ° o° N ° o % o
o ° S e °°;u-°°°...egngug u,. o o ° ° ° o° o o, D ﬂ_,,o.’ o0 o A %o o n:@ *p°
o 8% 'P.., /0 %0 o o0 0©% o 0 o -: N o %°%, ® ® ° ° /| ° o o e o0 %'hoo "...u
....... 900 0 00%0%. . B e 0g @0 0 S e e e o R B 0 0B 0% % SR S . 0
PYY HDAC5 TMUB2 RUNDC3A-AS1
NAGS LOC105371789 ATXN7L3
TMEM101 C170rf53 UBTF
LSM12 ASB16 MIR6782

G6PC3 ASB16-AS1 SLC4A1

42100

I
42200

Chromosome 17 (kb)

I I
42300 42400

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 DO.SEIO.GEIO.4I:I0.2I:I0.1|

1

[o2 IS, I NGV}

. 152390536 :
2.

1s2285947 .

. 1s73066442 :
. rs56130071 :
. 1s62439688 :
. 156979354

Acute_lymphobla...(29348612)(2E-8)
Multiple_cancer...(23103227)(1E-16)
Multiple_cancer...(23103227)(2E-8)
Metabolite_leve...(27005778)(1E-10)
LDL_cholesterol(25961943)(2E-14)
Intelligence(9E-9)
Intelligence(2E-11)

bip_pgc3.22.chr7

e )
eeo :0 o °
° () °
ee o e :e ®
® o0 o Po @
()
e e @ e [ e
1e
o
(]
00 °
° e
[
[
° )
L]
°o

snp / p/or/ maf/info / directions

a.rs6954854 /5.94e-10/1.06/0.42/0.996 / 14-43-0

p =5.0e-08

MIR1183

DNAH11

21400

I
21500

Chromosome 7 (kb)

I
21600

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.0.chrl

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

a . rs2126180,

e o @ ©°
[
(c ]
[ o @0@0 % ®
& @q,°
° [
® ° %o%o B
° o
0% °%%e 28 e ° e
®%e . e e
° e % so% °
[ @0 ° [
e® ©® 00 ® 53 ® ° o &
° °
[ X [
w e °
o ° °
° %go . °
% . e oo o,
° ° L]
oo -8 ° ° s
o b ° °
.................. B2 o S A
AN ] L)
. . ol ..a,,, o gmed e . ° oM o R -"- S o ooges .,,3
a0 o%a ,:. olo ° e.‘ . . 26 wo ° oo @ N .
° g :a.‘“_ ° 3500 Sofo & o0 o8 , °
8 o o 00 %% oﬁubds

..... 000 B e B, 2 0. 0%a B .2N0P 5000 000" RO I KA R .'.q?uh"'f" °8. Wmv‘&nhc‘ .:g

aP>. .96 o+

i

LINCO01748

-
——

<l
N

snp / p/or/ maf/info / directions

.82e-09/1.06/0.46/0.993 / 46-11-0

p = 5.0e-08
@
°
°
°
o
']
° ° ° o
° op0 :‘ e °%e o
........ ©.%. ...
% ®° K P
oies 0% £%Y%
%o ~f .n .,.

PREANIIEE Ly N L

LOC101926964

I I I
60900 61000 61100

Chromosome 1 (kb)

— 40

— 20

61200

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 DO.SEIO.GEIO.4I:I0.2I:I0.1|

6 .rs7464572:  Fibrinogen(23969696)(1E-9)
Fibrinogen_levels(281074%2)(2IféQJ)
7.rs11783655: Height(25282103)(1E-g®
8.r1s11780978 : 2
Osteoarthritis_...(29559693)(2E-9)
9.rs11136341 : LDL_choIesteroI(2068656%)(4E713)

LDL_cholesterol(24097068)(7E-12)

Cholesterol,_t01al(206#6565)(9E310) < .
Cholesterol _total( 240WJ)68) (6E- 9).
10. r56995402 ° PIateIef't,_counL(2213,94l'9)5E, lO)

1.rs7833924:  Platelet_count(27863252)(7E-33)
2.rs6420181:  Mean_corpuscula...(29403010)(2E-9),
3.rs56261297 : Mean_corpuscular_volume(2940.

4 .rs11784833: LDL_cholesterol(25961943)(2E-1®) e
5.r1s7832643 :

LDL_choIesterol_levels(2%334899)(2I"17)
Total_cholesterol_levels(28334899)(3E-14)

Fibrinogen_levels(26561523)(6Ef1.0)

bip_pgc3.29.chr8

snp / p/or/ maf/info / directions
a.rs6992333/1.62e-09/1.06/0.41/0.967 / 11-45-1

p = 5.0e-08
0% o

3 g SO ~ 40

— 20

SPATC1 GPAA1
PLEC OPLAH
L} LL
MIR661 MIR6846
PARP10 EXOSC4
GRINA MIR6847

I I
145000 145100

Chromosome 8 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs17388568: Self-reported_allergy(23817569)(4E-8)
2.1s59867199 :  Chronic_inflamgg ..(26974007)(7E-20)
3.rs77087420 : Depressive_s*..\49292387)(4E79)
4 . rs45510091 : Depressive_symptoms(2929238ﬂ3E79)
5.rs4505848 :  Type_1_ diabetes(19430480)(5E-13)
6 .rs4145717 :  Allergic_diseas...(29083406)(9E-27)
7 . 1s148505069 : Allergy(27182965)(4E—
8 .rs45515895 : Mean_pIatelet_volume(l2?%6§252)(8EflO) oo
9 .rs17454584 : AIIergicisen@i@tion(238]57®(65710)
10.1s1127348 ; Itch_intensity_...(28199695)(4E-9) e e
""""" -

° @ e ¢ o e 8 0.

L ;@; °® °® o %o 40 .
o S0 .

¥ -»--‘"“‘;.:‘:':1“8 “'"‘2‘@«\

-. &uh 3. 0% %@ 0000000 .00,

o.Dcc Uﬁ.pbg ',2
B . 000 o - . J

KIAA1109

¢ %0 ® L)
°

bip_pgc3.10.chr4

le

e
%0

6° )

. 9

oog.

3G ¥

s '.“‘"5‘ °l’ 6;@3:

ADAD1

00 . %%

snp / p/or/ maf/info / directions
a.rs112481526 / 1.86e-09 / 1.07 / 0.26 / 0.984 / 15-42-0

@ 2 oo & ® p =5.0e-08
0
300107 @®%0° so o o
(]
° o o
? Oeoo %o 9 3
e  0® @woo o oo au,mﬂ ? °
e %o ® Y o’

%

%— 3"3""’#‘ :.r'.

IL21-AS1

I I
123000 123100

I
123300

I I
123500 123600

Chromosome 4 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs12668848 : Schizophrenia(28991256)(4E-17)

Schizophrenia(26198764)(1E-13)

bip_pgc3.20.chr7

snp / p/or/ maf/info / directions
a.rs12668848/1.90e-09/0.94 /0.43/0.996 / 10-47-0

2 .rs6461049 : Schizophrenia(23974872)(6E713’ Z‘I-.‘a
3.rs10275045 : Schizopyenia_o...(24280982)(2E-9) ® e
4 1s4721295 : Schizophreng,_...(2416 86510 o p=50e-08
e
5. 1512666575 : Schizophr{aﬁzesm&zlz—g) ?%0 ® o
6 .rs4236274 : Bipolar_gisorder(27329§60)(8Ef@2) oe ‘ p o § ® OO &C%
7. 1512699477 : Teﬁu%r_geﬂmm(% 2 )gaE—135 ° e © 0% ©°
Teslicm@gerﬂpg% % )32%71& ° o ® ® o (] ® [
[ ]
Teglic@r_%rms(;gﬁgbﬁg?(&%;@) o e e B¢ o &> ° o
o o ® %% o op ® ® oo Py
8 .rs10267593 : 9 ery_diQas@(zgz1578)(5&9) o o® () ° e Y Y ® gse®
[ agg. o ° o 0] ° oty LI w3, o
& rongﬂ/_‘ar ry_disgas®(29212g78)(2E-8) ° o ) @ o o o 8o
] L]
9154332037 :® Bipolar_disorder(281157%4)(2E-9) o 10' ™ ° ° o
@% i S . ° ° ® % ° °
10.rs11766468 I;Ina'%gnp_strength(2969143l)(8Ef12) ° . ..9‘ s o0 e ° :-. 000'0 I} o,
8. Had_grip_strength(29691431)(3E,-9) o & [ :‘an 000,08 9 %o o
&2 © . ° e, % 0% oo e 00,0 o o o g e o L v
el ws o . mv &?é oeo.%n [ R o o s o © °'°°o°° ® ° o g °
A Vo Y 0en © A ® P o 8° Ro.00 o o ar’ms et o zgg'a'ﬂ- s o o0 ¥
e 8 ..ui‘n';gg.o.,. ; .&.ég,m'ﬁ:-’;gmf@, & R aots - FOUNR, ,.Dza_ MBS Y .'7‘.',?4'4'{..;?; e e oS g e %
’.,-Q:. 05&'°.‘?’=° :m' :  °oo0m, % ° ° o % o © °
°'u‘;ﬁ :Q ‘E"°!: ° ° & ° ‘:. I K]
o S 0% 009 A B o o ® o °
MAD1L1 MIR6836
) ya | L [} l < [ 4
I T 9 T <1< < = T
MIR4655 SNORA114 EIF3B
MRM2
NUDT1
SNX8

1800 1900

I I I
2100 2300 2400

Chromosome 7 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.11.chrb

|1 DO.SEIO.GEIO.4I:I0.2I:I0.1|

1.rs17826816 : Bipolar_disorder(24618891)(1E-8)
2.rs78277363 . Cognitive_decli...(26252872)(3E-8)

snp / p/or/ maf/info / directions

a.rs28565152/1.96e-09/1.07/0.24/0.982 / 49-7-1

()
(]
1 ‘ p = 5.0e-08
e (<X
()
s 0® ® o
[ Oo
e
° °
o °
® ° °® ¢ 03 °
o oo° fqo ° o0 © o % (o]
s° &2 o *3 T ° ° ¢ ’
° o ° . °
& ° mo ° ° ° ° ] °
°° 0® 0 ° R oo on °° °‘uffec o ° ° °
,.OB ......................... 6:“""?"’“”"”&; 44444444444444444444444444444 ;Hn 444444444444444444444444444 ; .............................

o o ° ° ° o%o

e " o ° & @ 2o °a\’ [ °% % 0g o, ."3‘2""" e, 00 ..?0

o %o °q % o ° 00 o ° ° o ° ° °

O S R T ) b e .
B+ U S TPt~ T gl PR TRV S TS L O - S et PR U SPSUURPT C Soate R IShoadt - CASURI
ADCY2
| [
I 1

7500
Chromosome 5 (kb)

7600

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

10

. 1s1815739 .

. 1s1791679 :
. 1s564343 :

I
ol A W N

. 1571129257

9. rs3825068 :
®

SNORD13F

EIF1AD

. 176878669 .
. 14576826 . LIt

Blood_protein_levels(29875488)(8E-12)
Educational_att...(27225129)(4E-8)
erate_to_vig...(29899525)(6E-10)

B (eigg)ogl's(20875488)(3E-18)

bip_pgc3.38.chrll

_9 ®
“15) S0 I ’

HQm(onQ@(gE—lo) %o

Cerebrospinal_f... %) N é@ ® ’

Gout(25646370)(6E-9) ., ° .'

Gout(27899376)(4E-8) 8 bé. @ ®

°
BIood_protein_IeveIs(29875488)(3:E71§)

Blood_protein_levels(29875488)(4E- 1 o

BANF1
csTe

CATSPERL

GAL3ST3

SF3B2

24
PACS1 RINL
KLe2 BRMSL
RABLE BAGATL
Nz Locio2724084
VIFIA siczonz
TMEM151A

cTSF

ccoes?

LOC101928069 ccs

DPP3 REML4

BBS1 RBM14-RBM4

ZDHHC24

RBM4

NPAS4. ACTNG RBM4B

snp / p/or/ maf/info / directions
a.rs475805/1.99e-09/0.94/0.23/0.994 / 45-11-1
b . rs678397 / 5.46e-09 / 1.06 / 0.46 / 0.998 / 42-15-0

¢

— L a0
8

® ® @
OR
B X3 E
&0
® M ¢

® o
<->us'.

— 20

Cliorgo MIR6860

RCEL RHOD
LRFN4
MIR3163

Ciiorfgs

65700

65900

I
66300

Chromosome 11 (kb)

I I
66700 66900

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.45.chrl5

|1 O o8 O 06 @ 04 O02 0O 01 |
1.rs56702977 : Fibrinogen_levels(26561523)(2E-9) snp / p/or/ maf/info / directions
2.rs8026198:  Fibrinogen_levels(28107422)(6E-10) a.rs4447398 /2.61e-09/1.09/0.13/0.984 / 43-14-0
3.rs1703755:  Fibrinogen_levels(28107422)(2E-9) ’a
4 .rs62020698 : Triglycerides(25961943)(4E-10) ° e
=5.0e-08
5152412710  Triglycerides(24097068)(2E—11) °q % g° 8o pesbe
o -
Triglycerides(20686565)(2E-8) 6’ 40
@ e
6 .rs149698681 : Monocyte_percen...(27863252)(8E-13) 8 eb &90 8@ e ° °§
Granulocyte_per...(27863252)(2E- 1OP ®» o e o8 °
Monocyte_ cogm(27 3252)(7E-10) % ? 8, .& ‘s e & °
o [ so 0 &2 Wo®o °s e e oge
o o0 ase?® @ g °° P . 8o -
° & ° o o co ¥ ¢ ¢ o °
it ool L) @ ®p o 40 ° )
° ° x° 8o
e
o ° e
° °° [ . ® copo0 — 20
o ° ° % ° o ° ° ® oo 0%
° (] ] o0 ® &
° ° ° o
(]
. L I e ° o ° °
o ° 0 ° YY) ° ] ° o ° g o0 [} °
[ o ®,°, ® ca’® & ®§ °Cos @ Y °
5 ke -sg,- %M%Z ot e T e @, S e e e R Hts 0 bw e mes;
%, . d _.‘ 4 oL O r.,,ods.,u,.u.,;‘d,é ,,,,,, D R RS RERE. P SRR P PPRERPRERREY. TR SPPRERE SR Y A oo
% P amoo og-.,,. Y o® oans 8° %0 ° o6 oo 114 ° o o °
,_,‘ 1 °o o & '.55 0° ";.?’“'0 > o 0@ .° 5 o .°%°n 'Y °n:° ®op © 6o © 2' o, # ° o o
o & ° ° o .u' u.o.n o uQ:"u :n %00 00 u.. ° 0 ° °.' o :. LY 0% o ..: o o % :n’ o °.8
L% SRR DI i e e A A TR S LA AE S CAIL . TNE I PRI TS 0 Rede bt vt o e R MA L0
PLA2G4F CAPN3 STARD9
VPS39 ZNF106 CDAN1
MIR627 SNAP23 TTBK2
TMEMB7A LRRC57 UBR1
GANC HAUS2 TMEM62

I I
42400 42500

I I I
42900 43300 43400

Chromosome 15 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.23.chr7

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs2721811:  Depressive_symp...(29292387)(4E-8)

snp / p/or/ maf/info / directions

a.rsl2672003/2.72e-09/1.10/0.11/0.996 / 16-38-3

° °® p = 5.0e-08
e —o
g0 () ° ® o 0 © n..
e
o @& @ © e o 2 e
) o ° & o O °
° °
° ° ¢ [ & & &cﬁ’
° ° ° sﬁ
°C B o ° ,oc o ? e
° %0 ° o 1Y ° .
o0 © o’ ® ° o .
() of ° ® o
° o % °
° ° e 'y ° ° . °
Cog @ o @ ° ° ° ° o®
‘s0 08 $o o o ® o ° 1 } .:°° S .
@ o 00 °F o
° ®o ° ° o o0 o .3 ° .sd’ % ° ° °
o .8 N e e ..® ° . ° e :
............. u.a.:. S G g T g W L g ey T e
r" BIE e e . .. S Y I
.“g“ %ﬂgg'ﬂ"-ﬂ""m. & s ';.::ag 53""“‘ ""..o o oo r‘:.a LI ° ;uugm' o™ oo et Pt “ia
........ PRI TRRINE S A2 X3 DM S A dinernsed” it el 02 %n.-.ﬂ-.ee‘w.“!.‘?...,...é.. @e.a*t“shw,ag
MPP6

| Ll 1Ll 1L,
I LI 1 EilLl L

GSDME

OSBPL3

I I
24500 24700

Chromosome 7 (kb)

I
24900

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.37.chrll

B1 0O o8 0O

06 @ 04 O 02 O 0.l|

. 1s510372 :
. 1s1807304 :
. 1s538147 :
. 1s3741404 .
. 1s574087 :
. 1s694739 :

N oo M W N P

o0 8

8.r5121g642 :

9. tebpgeqs:
oo

:
10 . 5588177

. 1s10897473 :

Immature_fracti...(27863252)(9E-10) snp / p/or/ maf/info / directions
Primary_biliary...(26394269)(2E-9) a.rs4672/3.42e-09/1.11/0.08/0.98 / 38-18-1
Serum_uric_acid_levels(29403010)(3E-136) ‘a

Primary_biliary...(21399635)(2E-10)

Platelet_count(27863252)(4E-9) p=50e-08
Alopecia_areata(25608926)(9E-14) L4 ® I 40
Sarcoidosis(26051272)(3E-16)

Q:bg's_diSease(21102463)(6E710) °
MuIlipge_sclszrosis(24076602)(2E79)

Psoridsjs_vulgaris(26626624)(2E-9)

,Serum_uric_acid_lé%ls(29403010)(5E737)

.Leprosy(25642632)(9E714) L] W@ o @
[ @moe® o % e ©%o o go — 20
Primary_scleros.. (27992413)(2E1i3) e o %o ° ° @ o
(]
Hgh_light_sc}.. Q27863252 (95 saimep 8%, ° o ges
@ o ° o0
High_lght_scat. (2788%25@(15 9) . S o 0L L e,

3 .o o e'5 o o ¢ w‘ 41;'5"7::3’ °§° o cwfe © :
O .g .................................................... 1Q.°'. ........... 7 :F&-'° .......... ..4;;..140."..4....”9 ..... " f-.,nu..

o ®%p 00 a °
* e . 03 ". .""\- npuuga‘.ea';' :oa-tfh 80 agadd :,
. .. o o
° %oos b o §e 0,0 0 0
. a~.~ ilﬁ -':»-’-‘3"? ------- &"..n-.. o IJ':‘:.- L0
TRPT1PPP1R14B KCNK4 PRDX5 LOC100996455
9 MACROD1 1 | NUDTZRC105369340 KCNK4-TEX40 CCDC88B
K < <1
FLRTL DNAJC4  PLCB3 CATSPERZ MIR7155
STIP1 VEGFB BAD ESRRA RPS6KA4
FERMT3  FKBP2 GPR137  TRMT112 MIR1237

63800 64000 64200

Chromosome 11 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 I:IO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs9655780 : Intelligence(3E-9)

2.rs1142: Advanced_age-re...(26691988)(1E-9)
3.rs1144: Waist_circumfer...(25673412)(3E-8)

4 . rs41563 : Autism_spectrum...(28540026)(5E-11)
5.rs6466055:  Schizophrenia(25056061)(1E-9)

Schizophrenia(26198764)(1E-9)
6.rs2057884 :  Schizophrenia(28991256)(2E-12)

7 .rs4580973 :

LS
L]
-
® @
o : AR

PO &,

u.. \.. .

;’;...:4:;..4.. ..... o e

LHFPL3-AS1

o 0% o
$2° o

° M 0 %o o . . ..'
..@':rf:r?m&':%???:}.@wm:i:..s..f-'.s o sommo VA2 . €0 %

°g

bip_pgc3.24.chr7

snp / p/or/ maf/info / directions
a.rsl1764361/3.47e-09/0.94/0.33/0.905 / 45-12-0

p = 5.0e-08

e © g;‘eC :c
?OJDO: ? ° o°°u0° o o ® :g @ 2 oq :o@
°°.§°’e°", ° e ™ 8770 BT Ty 'y

° ° L . %8 °8 o . u’..,'fo ° . 'Y 5 © ,° a;g.,,
° ° o ® ° °o o ° ,.: °
a3 s 0 e LoD 2ot T ST mp dumeiete ™\ verie T e Mg d
KMT2E
SRPK2
K |é“ LA L 1 (]
[ | I 1 1
PUS7

LHFPL3-AS2

LINC01004

KMT2E-AS1

— 40

— 20

I I
104400 104600

I I
104800 105000

Chromosome 7 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.48.chrl5

|1 DO.8D0.6-0.4EIO.2I:I0.1|

1.rs4702: Schizophrenia(25056061)(8E-14) snp / p/or/ maf/info / directions
Schizophrenia(26198764)(3E-12) a.rs4702/3.52e-09/1.06/0.45/0.951 / 14-42-1
Autism_spectrum...(28540026)(1E-10) l‘a
2.rs2071382:  Coronary_artery...(28714975)(7E-13)
3.rs17514846 : Coronary_artery_disease(29212778)(8E-27) N % & P =500-08
Coronary_artery_disease(29212778)(1E-26) v =
Systolic_blood_pressure(29403010)(3E-8) ®
4 .rs4932373:  Coronary_artery_disease(29212778)(2E-25)
5.rs8032315:  Autism_spectrum...(28540026)(2E-8)
6.rs2521501:  Systolic_blood_pressure(21909115)(5E-19)
Diastolic_blood_pressure(21909115)(2E-15)
Diastolic_blood_pressure(28739976)(1E-13)
Systolic_blood_pressure(28739976)(1E-12) °
Blood pressure(21909110)(3E-8) 5 ] ° 04‘.. -]
7. rs493237.0.: Ischaemic_s}roke(29531354)(3E78) oo ..0 : ° o e ° 16 °c @
8 .rs138682554 :.Sx%ﬂiclbléod_pressu:e(g8l352.44.)(1E79) o % ° . o o
° ° ° o 0B O © o

MAN2A2

UNC45A

HDDC3

— 40

— 20

91400
Chromosome 15 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.42.chrl3

|1 DO.8D0.6-0.4E|0.2I:|0.1|
1.rs9549367 :  Platelet_distri...(27863252)(4E-10) snp / p/or/ maf/info / directions
2.rs9549357 :  Blood_protein_levels(29875488)(4E-41) a.rs35306827 / 3.56e-09/0.94 /0.22 / 0.986 / 9-48-0
3.rs556990 : Blood_protein levels(28240269)(2E-33) ’
4 . rs553316 : Blood_protein_levels(29875488)(4E-58) ... [
=5.0e-08
5.rs559054:  Blood_protein levels(29875488)(6E-100) ° pEsoe
Blood_protein_ levels(29875488)(2E-67) ® 40
6 .rs3024713: BIood_protein_levels(298%488 -199 @g s e ()
Blood_protein_levels(298 ) @ee
7 .rs61966459 :  Mean_corpuscula...(278! 2)@E-14)
Mean_corpuscular_volume(27863252)(2E-1! []
_corp _volume( )(2E-1Qy X
8 .rs57567837 : Mean_pIateIet‘volume(27863252)(9E712) )
[J
9 .rs515863 : BI00d_pn§inJevels(28240269)(3E726) ° °
L]
10 . rs34201467 : Blood_protein_levels(29875488)(8E-57) o ° — 20
......... o ° %
Gs% . .
° ° oo
°
° [ o e o L)
®© ® ° ° ° ° I o LK)
..... °..7 ',u.c""“.
° ° ® o LX) ao ° ° °
o o °® ° ° ° & ¢
14@; NN 109 -. 1118 A s 568“""’ e,
P ° )00 ©
1 N T W ey ° %o © & o o ° o LA °o '—g o ogp =@
=) boo ° o % Y o
.-@5& %%Wo-.k& ...... LT YN SN SULIUEANPONE. SN GRS e T TS I L ¥ 0 e PRI 50 4G L0
MCF2L PCID2 GRTP1-AS1
F7 CUL4A
F10 MIR8075
F10-AS1 LAMPL
PROZ GRTP1

I
113800

I
113900

Chromosome 13 (kb)

I
114000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

10

B 1 Oo080O06 @O0 OoO020 0.l|

bip_pgc3.19.chr6

snp / p/or/ maf/info / directions

a . rs10455979/4.22e-09/0.95/0.50/ 0.988 / 13-43-1
. @®a
@®

‘ p = 5.0e-08
(]

[
e @
[
° ° °
‘..a ° [P .’ 0%,
° $e, o
o
o ° Lo e
. o s
. . 2o LA
° e
o ° “o P ° 'ts° °
o ° o
° a’ 0o o .309.0.,,. °
°o e o ° % o e Lo0) % o %o
° ® ° ° 0 ° . ° s
o ® o e L, 02 ® ° .
>
° ° ° .° ° ° o® °
................... ='°.9.°.°..
° ': %0 o oo ° 0 ° o ® o “n.a . ° ° ey, ¥ o
° % L °, u-,,".' o0 3° ° o % °® .
o . o
° 1 1% °® o ‘oS o0 | ° 000 ..'f S LY 0.’ ° .q, * L))o S %% ° %0 geo0,
[UUTUTTTUE: JLS S b . ®T0 00 O T T AN LU S aa .00008°. & @005 . 8.00%00 O -\ o .. 0 g et S
RPS6KA2
L 1 a1 ) L
Tt v 11 © 13
MIR1913

I
167000

Chromosome 6 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.56.chr20

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|
snp / p/or/ maf/info / directions
a . rs237460/4.25e-09/1.06 /0.41/1.000 / 43-14-0
R o
e e p = 5.0e-08
(] ()
° ° —
° @
L]
% ° °
%o ° L]
@
° 8 o o N *
[ ° ° M
° e%eme o0 ° sa"
° ° e :Q:g,n .'-‘ .
& ©e ® ® sn0o0 ° ° —
° ? °
° ° o °
° oo ° °. o ° °
° eo ™y °
° % ° ° ° °.n ° o
(3 s ° w® % ° o
° 8 a o 0o ® o e . A oy [
XY Ve, s oO0 ,° 000 ©0° ° °
'....n,'.‘us ................ 206&9; 44444444444444444444444444444444 L R S T ST AU ) AT
n“a o° 00 o ao® _n'.: :; ®o " . . ° o ° ° ° . ., 3 °§-
° o0 o® ° o ° ° 0q°3 g0 ° o® o o0 %, . o P ° ° © °
C Bame :::: o® -. . % o °e a.’ ,,'.' </, :.‘,“nu%g:ﬂ.n. '..'. . .. ':.,, o "s3.
.......... U WP LR SR AT SRS SINNELY MR O SRS SR SLTOIN S PSS 73 SRS ST SULEEE TSR UL SRR JUr S ISR S, L
KCNB1
. i
L}
PTGIS
. Al L 1Lt 1
Ll I LA 1

48000

I
48100

Chromosome 20 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.28.chr8

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs10954968 : Body_mass_index(26426971)(4E-8)
2 .rs10503951 : Immune_response...(22542470)(3E-9)
3.rs10091344 : Body_mass_index(28892062)(8E-9)

0® 1 o
[ ° e
F3 ° Qgg«:.‘ﬂe‘& °
° e o °
e
o ° % ¢ ° 4 ® )
o o ° °® Oo o
° ° @
e 4 @ & o © o
o o u’ve o '9 o °
° ° 3% @ °
° S R o f: ) 8'M..1'f& . °
o . ""‘.uwﬂﬂ oo Py ®ap® © . o .
o % ° o Voo . . :
o ° . 0 © ce o0 O ° capad %00 4o

snp / p/or/ maf/info / directions

a.rs2953928 /6.25e-09/1.12/0.07 / 1.000 / 38-16-3

p = 5.0e-08

Ve, g0

MAK16 LINC01288

TTI2

RNF122

DUSP26

I I I
33400 33700 34300

Chromosome 8 (kb)

I I
34900 35200

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.51.chrl6

|1 I:IO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs74836424: Non-melanoma_skin_cancer(29739929)(5E-18)
2.rs369230: Low_tan_response(29739929)(1E-522)
3.rs55637757 : Low_tan_response(29739929)(6E-359)
4 .rs3114908 :  Low_tan_response(29739929)(2E-328)
5.rs1126464 :  Diastolic_blood_pressure(27618447)(6E-15)
3 ° ° Py [
8 8o o o0 ® e §°
o
° e (]
]
o ,f r
° ° o
° o
') % o © ° ° °
% og° o °
] o o i ° ~° Bc ® o
o o . ° oo 0 s ‘.sle ° °
I 1 ° e oo ° e
° ° ° ° a e %o°
. ° ° R ° . .g o 3 .f. oo ° 3@003 '°°°
°° ° e ° ° e % o oo ° XRRa TN ¢
%o o © 4 ° ° ° d°° ° &0 % ", @ 900
o 8 ‘w g ° u?u ° 6p® o
A A 1 R TR R TRy FEREERERTRERERE: REEEES: oo . PRET i R e
° <
[ ° ° oo N ° ° ) ° . o |
- ° . ‘lo. ° . u:a: :uu 8 ° e tepd . . .
J?Ma'.‘v‘ ° ‘:ﬂ .uo. o o ° %o ..f- u;o‘ © :0 % :u“*. : Lo © 5: es,
P L T Y T . . I CIS S X S ol %0 ¥R T e e..%. . .%%%
ANKRD11
+ I | 1
LOC105371414

LOC100287036

LOC101927817

SPG7

snp / p/or/ maf/info / directions

a.rs12932628/6.71e-09/1.06/0.49/0.925 / 42-14-1

p = 5.0e-08
°
e
e
9
°
o°°° :
...5 °
£ .
o® > oasd o
S: °2‘.o o 0a® ° o &
° 0
° ° u..i 0°°4d, <8
°. ° ° ® o0 °
K 0o 8 , & o °
P R EEEEERRY SRR ’.‘4...“3:.:.1’?...4!;.4..
° LRI - °
®oo : uﬁ“"% ’-l".‘"? o
© o © @b, o *° 8 - o008
........ TR AL RN by
RPL13
SNORD68

CPNE7

DPEP1

I I I
89400 89500 89600

Chromosome 16 (kb)

I
89700

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

bip_pgc3.1.chrl

snp / p/or/ maf/info/ directions

a.rs10737496/7.17e-09/1.06 / 0.44/0.992 / 14-43-0

ﬁ‘g p = 5.0e-08
@
@

°
90c, 82 o LB ®es8 °eo
° © e e &g
e o °
Se
e ®Cmome agp
Q ® o0 © @ °
G.Qa‘ga Moooomoog o () o
o ° o H° gupeveted
e ° 0o W 0% o ¢
o .8“0’ i
o . ° ® e : .
. o ° o % o e bl o
....... °.;'..°..H...;-4.;:;=;;‘. °“d'-=-°l°g°.n'.,n.
o © ° ° o ° o o o o ° ".."u .‘u
AR B R KRR RS L RPY S .,.:u"'" "; e
° o o ° ° % o o °° N o RIS ® R L M I E3
..... ee.n...-..,.-9:-5.,:.....'.‘?\1;3......,...."..__.,:.n_....'.,—.a.atqg.-..m-p.i.....u.‘....".....-e..7....'.'....t.'?.............,,.. ".'...v‘.‘.-.‘egu"."".' '1"’&.

I
163600

I
163700

Chromosome 1 (kb)

I
163800

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

10

bip_pgc3.57.chr20

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs6143006 :
2 .rs4925386 :
3.rs62199218 :

Lumbar_spine_bo...(29499414)(2E-8)
Colorectal_cancer(20972440)(2E-10)
Blood_protein_levels(29875488)(1E-31)

[c]
ee ©
oo e, ©
% p "".o %
e
® o °
° @ ° Y
] e °
o
(] e
° ° 000 ° % ° °
° ° °I'I
° s 0% e
o N
o N
° .u L4 ° L] 0
o % o ° o
.......................... oBlap. 00 e Mo a8 e e St
s 8
P PR o b P e, o
-‘*ﬁ °¢ o0 0 %0 o0 s o ::a % o ®o® 000 o , ° "
S o o ° N . © LA °
e o .w-q %o f‘oq,-". o o 0 0%
....... T, S S L ML F . S UL SO AU W L BP0 NS JOK. W
SS18L1
MTG2
HRH3
OSBPL2

snp / p/or/ maf/info / directions

a . rs13044225/8.50e-09/1.06/0.44/0.985/ 13-43-1

p = 5.0e-08

[
[
o
°
°
° °
° o0
o ° o
° ° o oog & °
L PY R S e
o @ K '\’;S' DGR 24
° o ° o ° 00
oo o, 7,&"'5:”.."". opo o° e W
° ° *0%c 5.0 an fhe
o.%. 0.0 P.!.‘?...n.‘.‘.pm}..t..'?w’* .3’ ...........

MIR4758

LAMAS-AS1

ADRM1

I
60800

Chromosome 20 (kb)

I
60900

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

10

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

)
(N e
R’ °
[
®o o8 QO% eg o e
@.iaoo° @ %gf I ooo e
Q [ e °
[
[ [
. -
° ° e . 90° @ %%,
e ° ‘o o © % o @ o ogmo°
° ° T ;‘. ° °.,° e
° ° F
o o oo ° o L . e ®
8 °% ° . o b ° -" ce 0 °
° s e . o ®s ° . o®o 2,
° ° o L]
X O Bt ° s ¥ o a0
""" R e PRSI D
. ., o ) e . @ sgao [ e, »,8 ° ° ° . *? 4o
S A TR A °® o e e e L
NI S £ TAC S TSI, ANNNUNIL SR SLSSSSEY SRR SE. ol B ML LXK . TIPS
RNUSE-1 |
1
RNU5D-1 |
1
ACOT12

b o
I

bip_pgc3.13.chrb

SSBP2

snp / p/or/ maf/info / directions

a.rs6887473/8.81e-09/0.94/0.26 /0.992 / 17-40-0

\<

p = 5.0e-08
G
[
(]
[
[
(]
. e % o co
e e ™
i ©® o
° ° .
°® ©°4a80° %,
°
°
e . “at .
.......... . PR R S U
AR T A T S RS
g °
o v ot o % ° ° u:..‘°°8l ° 0w

P o
2w’ l o e - womeSR ROTLY - IR R A

A~

— 40

— 20

80700

80800

I
80900

Chromosome 5 (kb)

I
81000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

. 1s783540 :
. 152134046 :

AW NP

. 1s1972460 :

. 1512439619 :

Intelligence(1E-8)
Schizophrenia(28991256)(3E-8)
Cognitive_ability(29186694)(2E-8)
Intelligence(2E-10)

bip_pgc3.46.chrl5

snp / p/or/ maf/info / directions

a.rs62011709/1.43e-08/0.94/0.25/0.998 / 16-41-0

p = 5.0e-08

-:uﬂ'do o8 v,;? o Seo ° ° 3 ,?‘-P

[ % S ° R
*‘i.bm?w‘ﬁ# T T . o SR1 S

o o
0
4.$;,;~:‘g;? ............................. L RRELTTRTTERTRRETY 8% 0 pig . ‘.Qﬁ
o
B . . n?..,- ik R O
I N °F I8 o 088 8
agpgd, "o o o @ §¥ooet "'
DO+« e e e e e e e et e e e e e e e e e e e e e e e e e e e PRS & &2 a'
EFLL RPIS<17 LOC727751 ACTG1P17
SAX02 ADAMTS7P1 CPEBL SNHG21
L GOLGA6L10 0 LOC102724034 CPEB1-AS1 FSD2
GOLGABUBE2Q2P2 AP3B2 SCARNA15
[ 1 L N |
| T LiLg A
GOLGA6LY GOLGA2P10 LOC338963 WHAMM

HOMER?2 TM6SF1
RAMAC HDGFL3
C150rf40 BNC1
BTBD1
MIR4515

82500

82800

I
83300

Chromosome 15 (kb)

I I
83800 84100

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.26.chr7

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs9648716: Type_2_diabetes(28869590)(1E-9)

snp / p/or/ maf/info / directions
a.rs10255167 / 1.60e-08/0.94 /0.22/0.993 / 44-12-1

2

p = 5.0e-08
° ° @0 @
° ) ()
e ° @ .’”..
(<)
e e °
[
©e° o ©
(]
]
° ° o
. o 430 " sa0ma00 @
° 0 o °
v & ° ﬁo‘, .,
° 0 & ° .o ce & .
° o ° ° o @ e [ o
. L o . °e e % S oo o
&0, o oo ° ° ° ° o °
® [ ° 3 l hb. o~ amo °
o 0°o8 ® o q:g cnd omdm °."°8 w:;&.g\mo ¢ - o, °
?:; ° n-: o °q °' o0 0% : ) ’ o SR LR o
..................................... PP % PR SR TR
i e T e T [ S R R PR
o ° s ° .'” %o ':*&'5‘!&%. : .: .-. ..:., . @ . u‘: . .. L., . . o2 n: o o
P -9»«" ﬁ"’ ‘&_u !:a?l w 0% o% o g0 . o0 oo »’0° ,..u o . ° o Q., oo o
M ...... %0 & 0. PR ) Sy ".’..“?..ﬂ.!ﬂ..&.‘ °®S 09 20 ©0-3 00000 B o - 5.,,,,,..,.. ? cn0ed®@ . 390° .0, . 200009 0 0 090 To0 80000 | 0 .
DENND2A MRPS33
ADCK2 TMEM178B
NDUFB2-AS1
NDUFB2

BRAF
Hud1d d

.‘H‘H HTTY R |

I I I
140200 140300 140500

Chromosome 7 (kb)

I I
140700 140800

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.53.chrl?

1.rs8072548:  Eosinophil_perc...(27863252)(1E-29)

Neutrophil_perc...(27863252)(7E-27)

snp / p/or/ maf/info / directions
a.rs61554907 / 1.64e-08/1.09/0.12/ 0.944 / 43-13-1

p =5.0e-08

Primary_biliary...(28062665)(8E-11)
Primary_biliary...(20639880)(2E-9) @
Primary_biliary...(23000144)(4E79)A

Lymphocyte_ counts(29/52320.10)(2E78)

6.rs8067378 : 7r|mary_b|||§ry Elr‘hOSI 961009\@\%@4 ";"‘au
°Cemc ar(23817570)(9E 1,]1_ @ 0 .

2 .rs25645 : Myeloid_white_cell_count(27863252)(6E-191) b .rs11870683/2.79e-08/0.94/0.35/0.975/ 18-38-1
3.1s35272691 : White_blood_cel...(28158719)(5E-11) ’b ‘a

4 154794820 :  Asthma(22561531)(1E-8) ’

5.rs9303277:  Primary_biliary...(26394269)(3E-11)

— 40

) 4 N °
1525 Asthma(d%&/dBOG)(Z@SO) o ® ° — 20
8 °rsiz a6 Rheumatm*arth.“(24532676)(1E710) o
93{]);12507 . UOicerative_colitis(21297633)(5E-11) °e *®
o ° €rohns_ digease(21102463)(2E79) ° ‘. . o .
o o
.‘.“a...I."..I.' ..... Rheum%lo'.d-a.tth..(2.31.43596)(3:5.9) ................ o e U B
* o« o h dlsease(18587394 (5 ° % ‘”"’:,.},"3 8 5; ’ 5
rohn's °
B vCa6- o é Mol ‘.{L =50 358 05T 0m) T Beced et
ol, 35%36273 ! Chranic, |nflamrﬂ ('26 B 07.)‘6E (x) d 4 woue o o0 A ¥ ‘B: o3 eas 08 o KA )
.
LY Ak S NAA LT ] R0 TE Ty L
PPP1R1B MIR4728 ORMDL3 MIR6884 MIR6866 RARA-AS1
STARD3 MIEN1 LRRC3C SNORD124 RAPGEFL1 GJD3
TCAP GRB7 GSDMA THRA MIR6867
PNMT IKZF3 PSMD3 NR1D1 WIPF2
PGAP3 ZPBP2 CSF3 MSL1 CDC6
ERBB2 GSDMB MED24 CASC3 RARA

I I I
37800 37900 38200

Chromosome 17 (kb)

I
38500

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.12.chr5

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

snp / p/or/ maf/info / directions

a . rs6865469 /1.65e-08/1.06/0.27 /0.996 / 40-17-0

p = 5.0e-08
e®
e
[J
>
e L]
S @
o a% ego e ° B
0qp™d ° ® @ o
&wesomo Qg ° oo ° ‘o.o
-®° ° . o ® ® o
. %, @ % .2° %30 . H
° ° 8 °
° w o 5, " oo eeQP(:v ° .8 oo oo ooof ° ° .,
. " e o L
....... -"'.‘??;"“."ﬂos"%_‘o.‘@ D S S
o, ° 06 o0 ° 40 o %0 ° °o "o.a- ° ° ':°
° 0o e 1] o ao o ° %y so ®°, 8 0
': ,,&‘”%. 8° o © ° sl , e° e A :po'-wo-n-:n- 06 mppagmal %o © o ; Bgn"wﬂ 9 »° %%
SYEe 5 o ° & ° . ° o %o ° .. ° ° ° d °
............ L TP T SN BRI K, S LA S N O S DA, SUURT SO UL SUL PRI A 7~ Y 3. 3-5 NS PSR
HOMER1
Jdd 1
R | |
TENT2
CMYA5

I I I
78800 78900 79000

Chromosome 5 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.SI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs7191183:
2 .rs9922678 :

Autism_spectrum...(28540026)(2E-9)
Schizophrenia(26198764)(2E-9)
Schizophrenia(28991256)(3E-9)

bip_pgc3.50.chrl6

snp / p/or/ maf/info / directions

a.rs7199910/1.66e-08/1.06/0.31/0.99 / 13-44-0

Schizophrenia(25056061)(1E-8) M a8 ° p =5.0e-08
3. rs11866328 : Hepatitis_B(22004137)(2E-8) # (g & &8 ®
[
e ° 9,
& ot 2&“’@
i B -
°e
ee © ° 3° ° e
(]
g° °° ° [ OOW ,q;..
@
° ’ ‘ ° ev ° ’
°8 ° 0o °’o uu'u-.o ° o , ° M .
° . o o
° eﬁ S o LY ° ® l’.. %00 ..".\.‘:.“
. I R AP R . R O
. o B0,° o _° o° o ° ..° s e e, L
,,,,, Y °$.°'g'-=~°.'° ,‘; ;Hﬁ,;a‘..’,.ukm..u, AL IR AU
%5’33;}&.??%3.‘:: ° % :P:ﬂ " % 5,, @ os® oo ." ° % ° a,q ° :a.."l "‘ ..'.-, "'!. ° @ .“E %..‘ °
B IPRE X M <" S TR SR AR AL, A SIS 2 PASISRELL S S RIS AL S RTINSO SR AU T N SO
GRIN2A
-< 1 1 [ | 1 4 [ |
1 <<=t A 1

9800

I I
9900 10000

Chromosome 16 (kb)

I
10100

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.SI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs2693698:  Schizophrenia(25056061)(5E-9)
Schizophrenia(26198764)(1E-8)
Schizophrenia(28991256)(2E-8)

bip_pgc3.43.chrl4

snp / p/or/ maf/info/ directions

a.rs2693698 /1.96e-08/0.95/0.45/0.985 / 15-42-0

1‘a p=5.0e-08

L]
@
°%® o — 40
o e
ca!’e
%o
[ ° e
e o © e °
o L] v : o ee
o°
. <o . . — 20
.l."'u R ° o

BCL11B

-
——

| |
99700 99800
Chromosome 14 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.18.chr6

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|
1.rs9371601:  Autism_spectrum...(23453885)(4E-9) snp / p/or/ maf/info / directions
2.r1s1203233: Bipolar_disorder(28072414)(4E-8) a.rs4331993/1.98e-08/1.06/0.38/1.000/43-13-1
‘a. p =5.0e-08
Is — 40
(] e e
& °%%e Powm gu’ p
Looph 53 8o :
° % Q o ®
o °
° ©
[ LN o 9 I 20
® %o og
o 00 oo ® 0 © 4 ° o%)@é e @ o o
. . L} o . o
. o e omc, O o o o o
o ee®® o © .- 9 & 2 % %e:
,,,,,,,, v\’o@OQ%ee%oemeQ%u
o, Foom ° o o ° Iy
1Y ° o © °° @ ° o ° L] °?® °
o® ° oo .'u -‘ N ° . o° R .' ° @0 ° ° o 00 a0
3 N b ": % \. » " e : 5 o oo ewt Ve . o oy weo g ..'u;.’smh .
....... P AN PSS SRR <L AU ISR NP RL S . SV LT CMP MU PORT. SEI PRI L VL LIS L TSI ol XL

SYNE1

HH e e e ittt

SYNE1-AS1

I
152700

I
152800

Chromosome 6 (kb)

I
152900

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs9607782:  Schizophrenia(28991256)(1E-12)
Schizophrenia(25056061)(2E-11)
_ Schizophrenia(26198764)(2E-11)
Autism_spectrum...(28540026)(9E-9)
Eosinophil_perc...(27863252)(2E-20)

Eosinophil_perc...(27863252)(4E719)°

N

. 1s743002 :

Neutrophil_perc...(27863252)(4E-12)
Sum_eosinophil_...(27863252)(4E-10)
Neuroticism(29255261)(1E-10) o

Neuroticism(27918536)(9E-9) °

3.rs9611519 :

4 . 154820425 .

Eosinophil_counts(27863252)(9E- 18®Q%09

Crohn's dlsease(22936669)(3E )] M ° 3

bip_pgc3.58.chr22

o @a

(]

(]
(]

snp / p/or/ maf/info / directions
a.rs5758064 /2.01e-08/0.95/0.48 / 0.996 / 41-16-0

p = 5.0e-08

— 40

° °
° °
?. rs2179744 . Major_depressive_ dlsorder(M909)(6 %& ® o ° ° o ° o . 1 ° I 20
° Depresswe symptoms(29292387)& % o ) e ° °
6 .rs2273085 : Neurat|0|sg\(29255261g(1E 17) °
.0 ° . 2\° °4= ’Zm wmo @ | V‘
- 7 .1s9623320 ° Major dEpresswe derder(ZQ72865].)(4‘E‘L8)’ S B ° oo ®o o ° a._.' ]
8 ° o o 00 o © a0 a o °
lfze% Deprg s° e s Iﬁiﬁﬂl@l?ﬂ)e? ...... ..'.'.";.'. ..... ...4.:3' ...... JRRTR Yol BEe r' . .'.‘..i.‘r:.’;;..‘q'.w“.!?‘:.\a. ...... L...
o ° o o
Dep wggzwoousg(aﬁ&e). o % e e Co o P 8 oo R T A
° ° °
o o® ° ° ° o0 ° o o ° ° 0% ° 22 B N o a8 o o
sﬁ sueo':v- o .%ch.;oprwema(zelgmm(m«lty IR 0l o= | 15. .,- ] e ?"s,"' 808 3o .g..-n,{.r.,. SR
— ....l6°"" »{Et?w‘spec{fum .(2554902\39(4|§ g) ....... B, Seeee o090 0% " %, ....o..."f.'.....'.’....q,,. ..ﬁ..m&&acnﬁ .nuﬂ&m L O
|,|||10 . rsEISOOl982 : ﬁ@gﬁl_lcancer(ZiOS%SS)(llE734) XPNPEP3 EP300
HMH-Se | | ~ |
MRTFA-AS1 MCHR1 DNAJB7 EP300-AS1
SLC25A17 RBX1 L3MBTL2
MIR4766 SNORD140 LOC100506544
ST13 MIR1281 CHADL

I I
40800 40900

I
41200

Chromosome 22 (kb)

I I
41500 41600

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



bip_pgc3.4.chr2

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

Observed (-logP)

1.rs183034862 : Red_cell_distri...(27863252)(5E-14) snp / p/or/ maf/info / directions

a.rs13417268/2.05e-08/0.94/0.24/0.99 / 47-10-0

(] a. p =5.0e-08

° '.r:b
e

°
o %
® °
-]
o
(]
]
°
o °
0% ¢ é& a‘° °
e o
. ° . [ LI ° @ 8: L e o
° o° w ° ° ° o
. ® u:* ) € o 04000 o o o,
° ° o ° g o, ° ° ] H 1
° S 9 ° oo ° ° o ui"“’\,'a o ® e ® ‘
. e o ® . o ° . s Poo oo o8B, 0 ° ., % © e ° o ..
444444444 .H,w‘.,--g..",u“‘.-a
e ’ & @° o® e ° ) ° o ° oWy u.naaa: e s oetee NI :l"in:
o °o ° © 3 °° °? ° 0
g ey L:Fﬁhu e et Ll 0 e e ey Rl
o ° ° ° o
..... uaam.‘iﬂ‘.ﬁ- .......%P.’mp.s.ﬂ;‘[.'.°.'-.!.-n°.d.'9.J.".".h 9. % So By u,.n.-:: J:@.‘.!4..."..'.‘.a.‘........................?..‘....ﬂ?.‘.;" o0 0B 0g5% 0
CERS6
1 3 1 L L 1
I Gl T P I T
MIR4774

I I I
169300 169400 169500

Chromosome 2 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.8.chr3

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

snp / p/or/ maf/info / directions

a.rs115694474 / 2.35e-08/0.94/0.20 / 0.993 / 13-44-0

(] ‘a p = 5.0e-08

]
L]
L]
. °
° & 0° @ cogs | e ° °
M 08 %° o w o°
° ° @o °
e oo ® ° 8
o S Omg 8
e ¢
e, °® e o e ’% o
. ° o ° s
°° . X o o o ° £
o ° &
oo . . 0%l ";, % o
° o o 2°% °e% oo w 0%
o o ° .
444444 ,-”.1“-.609"0‘%",,"5
°8¢ o % . ° % ° . o o o o By gy opp %
o € © Smo l.,., o ° o ° o So,0 0 . % & Vo088
9 oo ® .::ﬂ":: K ; Qagouao . Lo, 8 e ®°%° ©®, o of, "L,,.:“" :g o o000 5.: RIS
° o ° o ! &® ° ©9 a0 ° o
........ .'.,-.-f-..-.‘.’...'.‘.’tl;.d'.'&;l?...... .'.!'.m:.,u-b’ B T N T ¢ I T R L S ST S N

I I I
70400 70500 70600

Chromosome 3 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.30.chr9

|1 I:IO.SI:IO.GI:IO.4I:I0.2I:I0.1|
1.rs6476606 :  Major_depressive_disorder(27479909)(1E-8) snp / p/or/ maf/info / directions
2.1s2988004:  Moderate_to_vig...(29899525)(4E-9) a.rs10973201/2.45e-08/1.10/0.11/0.799 / 14-41-2
3.rs16933812: Obesity-related_traits(22013104)(9E-9)
‘a p = 5.0e-08
o — 40
e e ® L
e eo o ®%0 8 §o@D 0% °: °Q§ iad b :
e [c.)
Y o ® 649%0,.3 © o o o ° 0® ©
4
° ° o
°
: : . 20
e
L] s °
L] ° °
o e ° . .
S ° ° °
-1 iy ) . , " o o Jf N
° e ©° oo o,
° % <58 ° e ° o ° 80 %0 © P o8 °
e o 0y 00 8,08 o i o .o.O“W .44...44m...4...”;’.4q..4....hg..u.,..u.d, 444444 %. .00 9 .. °..... .08 g%% 0% . ... . .8 0 e ISFeEn
2 .;:'. ,£°" .u2 3, °° e o po .4."5:‘"'0' [ ".." e e, © B g 0 ™ o0 &, .,s;o,d't‘q‘ :’;'“.."5':“
G0g0 o g ‘e ° e . o % e o2, - ° :. I TR P 200, % .t
© ° oo H °© 2 o@s® o o009 o M e L ° . ° ° .0 & °o o
el &&'f’.\'.‘.f'f'...e"‘..."...a ‘."f?.‘f.".'”...s?.e......s ...... EIURENCUURNL JF SUCIAAUN 1K YA SIS X SRR TR DAY ASAE O SIS -0
PAX5
It |
1 "r 1
EBLN3P
ZCCHC7
| UL IS LH
I L r 1

GRHPR

ZBTB5

I I
37000 37200

Chromosome 9 (kb)

I
37400

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.SI:IO.GI:IO.4I:I0.2I:I0.1|
1.rs353116: Parkinson's_disease(28892059)(3E-8) snp / p/or/ maf/info / directions
2.rs3769955:  Febrile_seizures(25344690)(3E-10) a.rs17183814/2.68e-08/0.90/0.08/0.978 / 11-44-2
‘a p =5.0e-08
@
()
°
° — 20
) o ° oo °
° ° ° ]
N L
- 0% °® e oo
o ')
© 1 -, . .
° % § o o °o o awog o o °
J R ﬂ..Ha...!g,,,..4’..44..%44.&.6 ...... 1.‘."!“""’"';.'1‘“ °r':‘b";"""".‘°?f‘“..‘,‘.-"‘""6 .................. A ?‘ .............. o . ...........

TUE R, @ o o ° %% o P ° e ®p o0 0 o 2% o0 5% wor® | P30 00 B

° ...’. g‘b‘ %/ 0 09006 . .a: oo hod N ° -°. o % °. . o 0@ o©° \us-%'a'. ° ol':un.o 8 W o :a.

%0 no.k,‘,u..m.nﬁ-mo o ° o %a o° ° ° ° ".-. °

....... a-&'“- e S....’.......................qe.ﬂo'.‘..e-..!.!'!'.-’.'.'..‘:‘9‘.5‘..'.!“."..!.“...?..°&n.b,'¢° Pony 0 B e a0 e a0 0000 e — 0
SCN2A
[| (]
I LS
CSRNP3
| [ N |
| 1 “1

bip_pgc3.3.chr2

I
166100

166200

| | |
166300 166400
Chromosome 2 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

bip_pgc3.31.chr9

snp / p/or/ maf/info / directions

a.rs62581014 /2.77e-08/1.07 /0.37 / 0.694 / 44-11-2

‘a p = 5.0e-08
.o ®
[]
e ° e °
[
e ° [
°
°
e
°
e
[
(]
o, e °
A 4 ® o e %
(] e °
° [}
°
° e o ° o ° °
° N o e °
° ° N
° ° 8, ° °° ° o o ,;
° ° ° ® ° S o0
............................................................ <
° o ° ° “'o ° °
° o o ° °
o ° o ° o e ° ° ° o © °
o ° o
e . T o e e .. e cs  °
e g °..I..U..?’.u....ﬂ.?.b".'u.‘.g!..!....°..".......'.£...'. ...... LI 00.9. it My, ... % e i %0
> * Iklel IE ”l \IIICIACNAIB J_L LI
A1 ELE |4|4|=.
TUBBP5
LOC101928932

141000

I
141100

Chromosome 9 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.SI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs5030755:  Mean_corpuscular_volume(27863252)(9E-11)

bip_pgc3.52.chrl7

snp / p/or/ maf/info / directions
a.rs4790841/3.14e-08/1.08/0.15/0.937 / 43-13-1

‘a p = 5.0e-08
] e
e °
[ oo
[ 59 %
e
o°
° @
e °
oq
&
° °
e e [
. o .
° o o ° ° e °
° . oo g ° .
° ° N ° H
° .8 e
°
o ° ° * ohe o ° .
4444444444444 ﬂ’na“..°5=‘.’nm.
o8 © I . ® . & o L8 e R 0,0 Tooo o
° 0 ° ° °
° ° ° ° o o °
° . 8 M » L ° o o ® oo P
o poa o0 ° . %% o 80,%°0 o wwep o ° ° o o °8% o ° 2°° 2 278 %o agomr
.......... °°‘.?.°.% .?.".f’.;‘.u;...n.‘.:...°?°..s.".;’.’.uo,..?.......?.'...tu.u..j-.....Ya?;;‘.:f‘o!g.u.u.u'.a.P..??‘...%::n.q..?'c(fa.1".:.:.".'..‘??7."...u..a....‘:.'.......‘?t.??p‘f............
RPA1
RTN4RL1

1800

I
1900

Chromosome 17 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.40.chrll

|1 I:IO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs12290811 :
2 .rs12576775 .

Bipolar_disorder(24618891)(1E-9)
Bipolar_disorder(28115744)(3E-9)
Autism_spectrum...(23453885)(4E-8)
Bipolar_disorder(21926972)(4E-8)

Doaap

% O %

© el o o

snp / p/or/ maf/info / directions
a.rs12289486 / 3.30e-08/1.09/0.11/0.996 / 41-16-0

p = 5.0e-08

(4
(]
oo °
(4 [
20 ° °
8o°°°°<9
[
L]
o °o a’o 8 oo e : R .
°
» ° © o4 @ '. °
o . 6 @ o Lo °e
1 . © e o;. & ° ° &% oo ° o °
44444444444444 R RS L e R R RRERL™ f TRERLS  FERL EPCRERE L RRRERR ’gog“.i"
. . ° o . . o o ‘3 oo do ® 00 © © o o ® o °
o LIPS o e °° o ° LA o, ° % (K3 o ® e ° %
° o. .,,, 3 “a. oo B ° i % °“‘.o'w LAJ N o %, ° v o 0% .. !".’ °:P° LIS u?
og 8 o0 8 2.0 B 5, o &5 00 N ° ':,a Se® 080 o ° ! Cof 0 00 ek, 2. §F °
...... e o M ) NS QA SO TS USRI 1 (St S S S A SRR T 2 1 8 B STRL0ATE Vs ..

TENM4
| 1
| 1

MIR708
MIR5579

79000

I
79100

Chromosome 11 (kb)

I
79200

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.25.chr7

|1 |:|O.8|:|O.6|:|0.4|:|0.2|:|0.l|
snp / p/or/ maf/info / directions
a . rs6946056 / 3.65e-08/0.95/0.38/0.982 / 15-42-0
'a p =5.0e-08
()
Y -
® eO (<]
° (]
0@ e
w S e
2 % o
LY °
4 ° ° .
° %% o o 0% e e —
° ® o
° [
o 00 ® ° ‘§ ° o d
o0 ° ° % ° [
° n:a § ° o, o o °° . o o .’.u .
° ° o o
o 00®%0 00 ° d . . "‘- ° °e ° o00 .
.............. n"".:‘°°@s'°°°°°"
° o o ° ° [ ] ° o
0 % ° o ° g0 . o a°° ° ° °® ° o ° e
° °® ; o° 3 a0 © o .' o ¢ ﬁ of . °,,v., ;;L" ,a‘f, 00 © ;ﬂ.,, ‘.ua:ﬁ}.":: o o ® o .
o0 o ° ° . ° ° 00 ° ° ° ° ° % o @ g0,
S . e e vod? T g Rt B o L e g 0, BT T R BT St Bee g ne et
......... '...'5...l.'.?...‘.l\.....‘............n..‘."..f......:;...‘.'.‘..B..........'a“."'.?hnﬁ..i4..o.............4......n..".o...?'.s...‘..‘......‘.-.:..w‘*......... L
PLXNA4
-I [ LLI | Uk H.H LL [ L 4 L4l )3 y 3
1 1 LR I nr LILY 1 ~ i 1 LIRLLI + L3
LOC101928807

I
131800

I
131900

Chromosome 7 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.14.chr5

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs35131895: Autism_spectrum...(28540026)(1E-8) snp / p/or/ maf/info / directions
2.rs3756766 :  Schizophrenia(26198764)(2E-8) a . rs10043984 / 3.71e-08/ 1.06 / 0.24 / 0.985 / 41-16-0
3.rs13164092 : Schizophrenia(28991256)(1E-9)
4 .rs3849046 :  Autism_spectrum...(28540026)(2E-9) ‘ a 1 o p =5.0e-08
e
Schizophreni 50560%)(5E79)
i 402 ® — 40
Schizophrenift26198764)(6E-9) ° @

5.rs17171818 : Menarche(9E-14)
6.rs17599026 : Response_to_rad...(27515689)(4E-8)

[ ee .6
() L}
.. . B oo .
o o
o o
(] @ 38 & 4“ ‘e o® .: ¢
R P o © . °
o oss0g
° e goo';: ° I 20
0% °
°
o ° g
(X ° ° ° .
80 © oo oo p g, 0@ o W P 050 o ° o °
°8 “90"%&&’, : ° ° o o4 °5 e o sop 99 oo"0g ° ‘g % S e o
® ° °o @ ® o0° 0 > °
444444 °°°.°w.°°°.°."°.,.°°".
o
o . .. Lee . o o -.:... o .
° ° ° o ° L ° °
° o 2 %% cw O, ° ° % ¢ o0 e 0 8 oo, o° S ° ° oo LI
8o °
S - oot cw @ - . Cobmod 60 Do o0 - -aho . L. . 0082 000.00m0. 000000 0B OR 0,0 00 | WROW HE 0 commn’e B O eoeoree 5 00%0 B am e 0
CDC25C EGR1
LOC100128966 ETF1
FAM53C
KDM3B
REEP2

I I I
137700 137800 137900

Chromosome 5 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.44.chrl5

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

1.rs16967103 :

Crohn's_disease(23128233)(4E-9)
Chronic_inflamm...(26974007)(5E-9)

snp / p/or/ maf/info / directions

a . rs35958438/3.83e-08/0.94/0.23/0.992 / 13-43-1

p = 5.0e-08

(<]
(]
@ !w
°
@
© @0
° °
°
(]
e °
°
° o
° g
°
° $° °% S
) °
L]
° ° o o °
0, %00 ° % ° ° . .

° ) ki
".:'b' ........ SRR o L T PR ..9;4'_.'5. ........................... b IO IO
oo XY o o "-‘ ° ®° o8 000 o °
o O ° s L 0:. . ° ."? o, & ot ,ef“". cuq ous ° t"hngu.. .
%ps . of cocmm i, 9 R T L o&%° oo 00, e, ° % AR 2% L CerosRe oo o0 6 °

° ° ° oo @, ° ° oo ° ° ° o, 9 %0 °
......... ,,..‘3.-..9....7.......'7......°..°.e'.g...‘....-.?;':°..‘:.,:.,n..q.‘.:'.f..:......;..!.......s....u......'..."..7.?.4"..!&:..‘..e”?&.afﬂ??‘!‘??l""" i AP
C150rf53

— 40

— 20

38900
Chromosome 15 (kb)

I
39000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.32.chrl0

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs7893279:  Schizophrenia(28991256)(3E-13)
Schizophrenia(25056061)(2E-12)
Schizophrenia(26198764)(6E-11)
Autism_spectrum...(28540026)(3E-10)

snp / p/or/ maf/info / directions
a.rs1998820/4.10e-08/0.92/0.11/0.995 / 15-42-0

p =5.0e-08
2.rs2799573:  Autism_spectrum...(23453885)(4E-8) [ ‘a
3.rs12258967 : Blood_pressure(21909110)(2E-16) % Oo ) : e
4 .rs1813353: Diastolic_b@)dgpressure(28739976)(4E713) Oo : ]’ °
Systolic_blood_pressure(28739976)(7E-9) e e e @
5.rs11014166 : Diastolic_bl00d_pressure(194304’9)(1EfS) e %
6.1s1277723:  Body_mass_index(28892063(2E-9) L) e o2 °
7. rs72786058 i Small_vessel_stroke(26732560)(2E-8) ° %@ °
8. rs7%12454 Body_mass_index(2.8892062)(4E710) e ¢ :%;&0 . °
o
9. rs7909027 ° QRS_compIex(4E;§); . ) ] o ] e . u o 00 ° °€° . @y@ °°: . .
° ° ° ° ) % ° '(ISI::I‘: [ .'. 3’?., : ‘o * . & ) ) s oo
,"a s hd :. o .-. o O ° °. % . e °o®® o
...... :i".;:'.,,..'.='.°""r':-:'":d,-°°o°°~°‘;':°°.°°.°
" g, A: 3 ; $ etk FE S PRI . w08 o Y e . ep
PSRRI 0 U CR ATV e ZPTIN  JSRat 2 A3 "?Z'»%-r A =-°:'.;f?;...-2' LR AR R
CACNB2
+ Ht=—+—H

— 40

— 20

I I
18600 18700

Chromosome 10 (kb)

I
18800

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

Recombination rate (cM/Mb)



Observed (-logP)

1.rs59979824 :

2.rs12619354 :
3 .rs1596747 :

Autism_spectrum...(28540026)(6E-9)
Schizophrenia(25056061)(8E-9)
Schizophrenia(26198764)(2E-8)

Schizophrenia(28991256)(4E
Educational_att...(272251. 9)

bip_pgc3.5.chr2

snp / p/or/ maf/info / directions

a.rs2011302/ 4.25e-08/1.05/0.38/0.99 / 44-13-0

b .rs2719164 / 4.85e-08/0.95/0.44 / 0.996 / 43-14-0
p = 5.0e-08

PCGEM1

I
193400

I
193600

I
194100

Chromosome 2 (kb)

I I
194600 194800

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



Observed (-logP)

|1 I:IO.BI:IO.GI:IO.4I:I0.2I:I0.1|

bip_pgc3.9.chr3

snp / p/or/ maf/info / directions

a . rs696366 / 4.46e-08/0.95/0.45/0.986 / 11-46-0

p = 5.0e-08
08. e o
e © P
e
e )
e e®
Qo
()
o
B 3 .
.
o
[ e LI g, eo 8coe ®oo
a ° ° ® [ )Y q,w% (]
° [ e e L] °
L ‘@ © © .
) o © e ° @ U °
° ° L % b o " e e . °
3 ab' . ®Q o @00 o ° o 7 ° °Q°n
° ° ° ° ] ]
e o ° e o e @ e» 0&0"
o 0 afing e
o 00® °® 0o, ©0 0% co o e,
°® o ° o'.o 09 . ° © 0% 00 ® o ®
vty et oosg. 200 R
o o® .'@.0-" ° ® ° ° ) o ° e ° ° o o ° o : °
° ° ° ° o °
., IREY o9 Lo 20 o Lo0® T e ,,%000 ot N .
o O g8 ® 8..°., om0 % ® . A% ° - ° P o
........ RIS XTI S S PRI S Yot ARSI oSS S A SESEPRRAIE A FeaBBTETiO Ak sHth. ST SIS SURN BN
coa7
LINC01215
IFT57
HHE l L4
LI f S

I I
107700 107800

Chromosome 3 (kb)

I I
107900 108000

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

— 40

— 20

Recombination rate (cM/Mb)



Observed (-logP)

bip_pgc3.34.chrl0

|1 DO.SI:IO.GEIO.4I:I0.2I:I0.1|

1.rs10822050: Pediatric_autoi...(26301688)(8E-11)
2.rs10995271 : Chronic_inflamm...(26974007)(3E-48)
Crohn's_disease(18587394)(4E-20)
3.rs10995251 : Atopic_dermatitis(23042114)(6E-20)
4 . 1516917546 :  Eosinophil_counts(29403010)(4E-10) ‘a
5.rs10995240 : Eosinophil_counts(27863252)(1E-32) [ ® Oo
Sum_eosinophil_...(2768gs2)(5E-32) ¢ e &
Eosinopﬁerc’ (MGSZSZ)(%Z& ®
Eosilfoplgeperc...(27863252)(3E-26) 40 0@ °
Neutrophil perc...(27863252)(3E-25) €°0® 00 g0 LY °,
6 .rs224278 . Ewing_sarcoma(22327514)(4E-17) %eé o @
7 .rs224090 : Crohn's_disease(26192919)(4E-26) ° 8‘00Q ° 98 7
8 .rs442309 : Vogt-! KoyanaglggI ?@BSBBG)(SE 11) . o
9 .4561868900 : Breast_cancer(29059683)(2E— 9) ° ° °
10 grs10995321 : Diadtol®_blood_pressure(27618447)(1E-12) ° ° ° o,
el es ® o . e% 8 %o

o e, 12- -

..... ° .°.?..9'....;’..;.‘..u.'..'..,.'-’u\ m.uoozlva w;‘: — 4

ZNF3ES\5 . L
r | I/i

snp / p/or/ maf/info / directions
a.rs10761661 / 4.65e-08 / 1.05/0.47 / 0.995 / 40-17-0

p = 5.0e-08

o
°

o® © 6”* ) .o

° o 8,000

o o .9:.0 oo .’“,’”: oo —

el@ . .
° o e o.:°°.° 000 o o 00w o

- . . i

ADO

I I
64400 64500

I I
64600 64700

Chromosome 10 (kb)

database: gwascatalog.Sep_2018.rp.txt, refGene.txt.Sep_2018.out

40

20

Recombination rate (cM/Mb)



