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Figure S1: Workflow of this study. 
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Figure S2 

Figure S2: (A) Comparison of PLXDC1 expression between tumor and normal 

samples. (B) Comparison of PLXDC2 expression between samples with and without 

HP. Infection. (C) Correlation scatter plot of PLXDC2 and 6 general immune cell 

types. (D) Survival KM plot of M2 Macrophage, p=0.0424 by log-rank test. 

 



 

Figure S3 

Figure S3: The whole slide photo of the TMA. 
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Figure S4: The slide photo of the TMA, displaying CD163 and Pankeratin staining. 


