1 — Bray-Curtis dissimilarity

(a) Kraken

1.0000 ] —
0.99751
0.9950 1

%

o
099251 x
0.9900 1

0 20 40 60 80 100 120 140 160 180 200

Sequencing depth (millions of reads)

Sample
- Effluent
Pig Caecal
~o— Upstream Sediment

Taxonomic level
- Genus

-%- Species

(b) Centrifuge
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