
12.5 ng (1/5) 2.5 ng (1/52) 0.5 ng (1/53)

Cycle

In
te

n
si

ty

0

300

40302010

FRET

62.5 ng (1)

0

300

40302010

0

300

40302010

0

300

40302010

0.02 ng (1/55) 0 ng (NTC)

0

300

40302010

0.1 ng (1/54)

0

300

40302010

0

300

40302010

B

C NCI-H1975 DNA (wild-type)

1 1/5 1/52 1/53 1/54 1/55 NTC

Supplementary Fig. S1

Cycle

In
te

n
si

ty

0

300

40302010

FAM

58 ℃A 58 ℃

FRET

40302010

0

300



y = 227.96x - 5.2234
R² = 0.9995

y = 193.28x + 6.1747
R² = 0.9976

y = 208.83x + 3.0474
R² = 0.9995

y = 240.42x - 1.8487
R² = 0.9999

y = 196.95x - 4.6668
R² = 0.9989

y = 245.68x + 1.2762
R² = 1

y = 244.45x + 0.7955
R² = 1

y = 219.93x - 3.1786
R² = 0.9999

y = 235.09x + 0.434
R² = 1

y = 224.05x + 2.7221
R² = 0.9996

y = 220.07x - 1.8584
R² = 1

y = 223.34x - 0.2115

R² = 1

0

100

200

300

400

500

600

700

0.0 0.5 1.0 1.5 2.0 2.5

C
o

p
ie

s 
/ 

rx
n

Input quantity (ng)

NCI-H1975 DNA (T790M) - LOAA

y = 231.52x + 7.1285
R² = 0.9996

y = 255.56x - 10.23
R² = 0.9934

y = 236.21x - 14.756
R² = 0.9908

y = 250.65x - 10.488
R² = 0.9958

y = 244.62x + 9.7995
R² = 0.9995

y = 268.7x + 4.3737
R² = 0.9986

y = 199.01x + 6.618
R² = 0.9988

y = 211.39x - 1.829
R² = 0.9998

y = 216.27x - 4.6337
R² = 0.9973

y = 228.76x - 10.625
R² = 0.9967

y = 232.73x - 0.1807
R² = 0.9999

y = 228.02x + 1.4377
R² = 0.9999

y = 229.88x - 1.5234
R² = 0.9987

y = 219.97x + 1.0191
R² = 0.9999

y = 232.38x - 1.7064

R² = 0.9992

0

100

200

300

400

500

600

700

800

0.0 0.5 1.0 1.5 2.0 2.5

C
o

p
ie

s 
/ 

rx
n

Input quantity (ng)

NCI-H1975 DNA (T790M) - QX200

A

B

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 557.98 44.77 8.02
0.20

1/5 112.29 13.45 11.98
0.19

1/52 21.87 4.05 18.52
0.17

1/53 3.62 1.53 42.15

NTC 0.00 0.00

NCI-H1975 DNA (T790M) - LOAANCI-H1975 DNA (T790M) - QX200

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 581.43 46.33 7.97
0.18

1/5 102.43 22.37 21.84
0.26

1/52 26.41 9.50 35.96
0.22

1/53 5.94 5.09 85.66

NTC 0.27 0.72

Supplementary Fig. S2



A

B

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 281.78 21.01 7.46
0.20

1/5 56.00 4.22 7.53
0.20

1/52 11.18 1.20 10.76
0.24

1/53 2.74 0.96 35.24

NTC 0.00 0.00

SARS-CoV-2 RNA (RdRP-1) - LOAASARS-CoV-2 RNA (RdRP-1) - QX200 

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 267.27 22.28 8.33
0.20

1/5 54.36 9.50 17.48
0.27

1/52 14.53 3.68 25.34
0.28

1/53 4.04 2.09 51.82

NTC 0.00 0.00
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A

B

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 154.69 12.41 8.02
0.19

1/5 29.24 3.05 10.44
0.20

1/52 5.71 1.56 27.27
0.22

1/53 1.27 1.13 88.95

NTC 0.00 0.00

HIV-1 RNA (A assay) - LOAAHIV-1 RNA (A assay) - QX200

Dilution 
factors

Average SD
Fold 

change
CV (%)

1 136.50 5.66 4.15
0.20

1/5 27.67 10.44 37.74
0.20

1/52 5.57 3.71 66.65
0.27

1/53 1.50 1.28 85.37

NTC 0.00 0.00
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A

B

C

NCI-H1975 DNA (T790M)

QX200 LOAA

Dilution 
factors

Average SD Average SD

1 2.47.E-02 1.96.E-03 1.60.E-02 1.28.E-03

1/5 4.36.E-03 9.55.E-04 3.22.E-03 3.84.E-04

1/52 1.12.E-03 4.08.E-04 6.26.E-04 1.18.E-04

1/53 2.54.E-04 2.19.E-04 1.02.E-04 4.47.E-05

NTC 1.13.E-05 3.00.E-05 0.00.E+00 0.00.E+00

SARS-CoV-2 RNA (RdRP-1)

QX200 LOAA

Dilution 
factors

Average SD Average SD

1 1.14.E-02 9.46.E-04 8.08.E-03 6.02.E-04

1/5 2.32.E-03 3.99.E-04 1.61.E-03 1.21.E-04

1/52 6.18.E-04 1.56.E-04 3.20.E-04 3.44.E-05

1/53 1.73.E-04 9.01.E-05 7.85.E-05 2.76.E-05

NTC 0.00.E+00 0.00.E+00 0.00.E+00 0.00.E+00

HIV-1 RNA (A assay)

QX200 LOAA

Dilution 
factors

Average SD Average SD

1 5.74.E-03 2.38.E-04 4.43.E-03 3.55.E-04

1/5 1.17.E-03 4.44.E-04 8.38.E-04 8.75.E-05

1/52 2.41.E-04 1.55.E-04 1.64.E-04 4.46.E-05

1/53 6.38.E-05 5.47.E-05 3.63.E-05 3.24.E-05

NTC 0.00.E+00 0.00.E+00 0.00.E+00 0.00.E+00

Supplemental Fig. S6


