
0

1

2

3

4

M
as

s 
E

rr
or

 (p
pm

)

PPM Error

0.000

0.001

0.002

0.003

M
as

s 
E

rr
or

 (D
a)

Dalton Error

0

1

2

3

X
C

or
r

Xcorr

A

B C D

0

1

2

3

4

M
as

s 
E

rr
or

 (p
pm

)

PPM Error

0.000

0.001

0.002

0.003

M
as

s 
E

rr
or

 (D
a)

Dalton Error

0

1

2

3

X
C

or
r

Xcorr

A

B C D

0

1

2

3

4

M
as

s 
E

rr
or

 (p
pm

)

PPM Error

0.000

0.001

0.002

0.003

M
as

s 
E

rr
or

 (D
a)

Dalton Error

0

1

2

3

X
C

or
r

Xcorr

A

B C DB

Alone
Sin1

Inhib
0

50

100

150

200

250

C
ou

nt
Unique Phosphopeptides

Alone
Sin1

Inhib
0

500

1000

1500

2000

2500

C
ou

nt

Unique Proteins

Sin1
Inhib

Alone
100

105

1010

R
el

at
iv

e 
A

bu
nd

an
ce

Gema Construct

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

RICTOR

n.d.

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

mTOR

n.d.

Alone
Sin1

Inhib
100
101
102
103
104
105
106
107
108
109

R
el

at
iv

e 
A

bu
nd

an
ce

Sin1

n.d.

Alone
Sin1

Inhib
0

50

100

150

200

250

C
ou

nt

Unique Phosphopeptides

Alone
Sin1

Inhib
0

500

1000

1500

2000

2500

C
ou

nt

Unique Proteins

Sin1
Inhib

Alone
100

105

1010

R
el

at
iv

e 
A

bu
nd

an
ce

Gema Construct

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

RICTOR

n.d.

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108
R

el
at

iv
e 

A
bu

nd
an

ce
mTOR

n.d.

Alone
Sin1

Inhib
100
101
102
103
104
105
106
107
108
109

R
el

at
iv

e 
A

bu
nd

an
ce

Sin1

n.d.

Alone
Sin1

Inhib
0

50

100

150

200

250

C
ou

nt

Unique Phosphopeptides

Alone
Sin1

Inhib
0

500

1000

1500

2000

2500

C
ou

nt

Unique Proteins

Sin1
Inhib

Alone
100

105

1010

R
el

at
iv

e 
A

bu
nd

an
ce

Gema Construct

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

RICTOR

n.d.

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

mTOR

n.d.

Alone
Sin1

Inhib
100
101
102
103
104
105
106
107
108
109

R
el

at
iv

e 
A

bu
nd

an
ce

Sin1

n.d.
Sin1Vec Sin1Vec Sin1Vec

Sin1 Rictor mTOR

Alone
Sin1

Inhib
0

50

100

150

200

250

C
ou

nt

Unique Phosphopeptides

Alone
Sin1

Inhib
0

500

1000

1500

2000

2500

C
ou

nt

Unique Proteins

Sin1
Inhib

Alone
100

105

1010

R
el

at
iv

e 
A

bu
nd

an
ce

Gema Construct

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108

R
el

at
iv

e 
A

bu
nd

an
ce

RICTOR

n.d.

Alone
Sin1

Inhib
100

101

102

103

104

105

106

107

108
R

el
at

iv
e 

A
bu

nd
an

ce

mTOR

n.d.

Alone
Sin1

Inhib
100
101
102
103
104
105
106
107
108
109

R
el

at
iv

e 
A

bu
nd

an
ce

Sin1

n.d.

A

Alone Sin1
0.01

0.1

1

10

N
or

m
al

iz
ed

 A
bu

nd
an

ce

Total Construct Abundance

Alone Sin1
10-16

10-15

10-14

10-13

N
or

m
al

iz
ed

 A
bu

nd
an

ce

pThr634
PKCbII C-tail

Peptide (a.a.601-673) 


