Verrucomicrobiaceae Akkermansia - 0.1 0.34 0.22 0.32 0.36 0.25 0.3

Acidaminococcaceae Acidaminococcus - 0.2 0.27 0.31 0.29 - 0.01 0.23

Lachnospiraceae [Ruminococcus]-  -0.03 0.06 0.01 0.25 0.34 0.17 0.3
Streptococcaceae Streptococcus - 0.03 -0.03 0.04 0.22 0.27 0.25 0.1
2
g., Desulfovibrionaceae Bilophila - 0.09 0.29 0.2 -0.14 0.04 -0.03 0.26
s
s
% Lachnospiraceae Lachnoclostridium - 0.03 -0.12 0.12 0.08 -0.05 -0.14 0.1
]
[a1]
Clostridiaceae Clostridium-  -0.13 0.21 0.11 0.24 -0.01 -0.11 0.02
Peptostreptococcaceae Clostridium - -0.2 0.13 -0.19 0.15 -0.01 -0.08 -0.1
Enterobacteriaceae Erwinia-  -0.17 -0.17 0.01 -0.02 -0.11 -0.02 -0.14
Veillonellaceae Veillonella-  -0.18 -0.29 -0.09 -0.2 -0.1 -0.13 -0.29
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Figure $10. Spearman correlations of delivery-mode associated genera with fecal SCFA concentrations at
12 months of age.



