Description of Additional Supplementary Files

File Name: Supplementary Data 1

Description: The short-read RNA sequencing showing transcript expression levels and the
list of differentially expressed transcripts with or without PLANE knockdown in A549 cells.
FPKM represented Fragments Per Kilobase of transcript per Million mapped reads. Genes
with absolute Log2 Foldchange of >1 and P value of <0.05 were regarded as significantly
differentially expressed.

File Name: Supplementary Data 2
Description: Quantitative visualisation of AS frequency through the whole NCOR2 gene in
representative samples was computed by integrated genome viewer (IGV).

File Name: Supplementary Data 3
Description: The hnRNP M binding sites were identified throughout the whole NCOR2
transcript.



