
N-lobe insertion

Kinase Domain (n-lobe)

Kinase Domain (n-lobe)

Kinase Domain (c-lobe)

                                                                                               TgRON13/1-1375     

TgRON13/1-1375          1 MLPRMQSERSVARQSLGATRSRCLLRFATKKWASRGLGSSNRPGRPPPSSA.....AGHRASCP.FFPRSSFSASFALRFLCPVLCSL...LLAT
HHA_321650/1-1376       1 MSPRMQLERSVARQSLAATRSPCPLRSAEKKWATRGLGSSNPPWRLPPFSA.....AGRWAPHPGFLPRSSFSASLTLRFLPPVLCSL...LLAT
NCLIV_004270/1-1118     1 MPQRYVKMKGVDRGRWP...SSSPLRR...SCSTRKLSSL..SRRPSPTSL......GSF..CSSDSP......TCAFR.LHSSVSRF...LLFA
SN3_00900895/1-1424 ...............................................................................................
BESB_024160/1-1353      1 .............................MERLTGGPHSAGPPRLPFSSSPSTPLSVSSFSAVHASRSLSSWRLLWRLRAICHRCSSLVVSLLFV
CSUI_007316/1-481  ...............................................................................................
ETH_00018465/1-1314 ...............................................................................................
cyc_03129/1-1343        1 ........................................................................................MVLPLFV

                                                                                               TgRON13/1-1375     

TgRON13/1-1375         87                                 W                                                              LFFV...SPREVDALKFRGNGGRHLNAELDGN AKR....................FQETQRAAPPDSFFVSDSEISGRTSLLSLA.........
HHA_321650/1-1376      88                                 W                                                              LFFL...SPREVDALKFRGNGGRHLNAELDGN AKH....................FQETQRTSPPDSFFVSDSEVSGRTSLLSLA.........
NCLIV_004270/1-1118    70                                 W                                                              LLLL...TPVANEAIKF.GVHDRHLHAEPEGN NQT....................YKRRRARAPVDSFSDSRVA..RSNLNLPVA.........
SN3_00900895/1-1424 ...............................................................................................
BESB_024160/1-1353     67                                 W                                                              LLLC...VPELTECLGP.PTLRFHRHTRAARK KTGADGRQERGATGISSLLEQPVFRKPRRLRPSQTFFRLSPDVS..................
CSUI_007316/1-481  ...............................................................................................
ETH_00018465/1-1314     1                                 Y                                                              .............................MAL PGAATATRGRPCVGARRQQQ....QREQRQNFCCPCPQ.......RQ......SLLRFAALC
cyc_03129/1-1343        8                                 Y                                                              LFASDRTTGRTNGAVKL.QLGRAVLQQKMVSL AWHDHRRQRRGCMERQQ...............PCIFPRCL.....RVNLKTCAAAVLGITCC

                                                                                               TgRON13/1-1375     

TgRON13/1-1375        150                                   V  S                                                         ............SSEQGT.........STVDSRF GL GQKPRHIWGSQEETGERREDRQEESEGRR..GNEDAYHPHTFSHSSSSMPFYGALFD
HHA_321650/1-1376     151                                   V  S                                                         ............SPEQGT.........STVDSRF SL RKKPRHVWGSEEETDERRDERREESGELR..GNEDADHPHTFSHSSSSMPFYGAPFD
NCLIV_004270/1-1118   130                                   V  S                                                         ............DSEQAASSSLAAADAAHIEAGL AL RTQSRGLWKPEVSAEVPETDTGDS...RG..SDEETERPDSQSPLSSSLPFASSL.R
SN3_00900895/1-1424 ...............................................................................................
BESB_024160/1-1353    140                                   L  S                                                         ..............LQGEASSLFAIPDRNVKHFQ SL SLKQIA...RERLAETPGEIRRPVHSDLQNDGRVESVHTPPF...............
CSUI_007316/1-481  ...............................................................................................
ETH_00018465/1-1314    50                                   L  T                                                         VVCILCFCRSKGSISP...AAAAA.TEISVGPFS .K YERLRFISSHRVLSD........NQISLQRNAEKQKEVG..................
cyc_03129/1-1343       82                                   V  S                                                         LLCTIGFPAAALVAHRGLSKSSFA.GVDTRGAQR .R FLRFRAVSPHASQLF........LQLPLEEGHNEEF..P..................

                                                                                               TgRON13/1-1375     

TgRON13/1-1375        222                           V      A                       A         A    PP L                 E SSSAFPPFSAAVSSPPFSMTVSPADR IQALPI FAEHKSGGEKASREETGGKKDDQ LSFLGDTKS SELN  R VCPD....KPPTLPPRE Q
HHA_321650/1-1376     223                           L      A                       A         A    PP L                 E SSSTFPPFSAAVSSPPFSVTVSPADR IQALPI FAEHKSGGEKASREETGGKTDDK LSFLGDPKS SELN  R VCPD....TPPTLPPRE Q
NCLIV_004270/1-1118   207                           L      A                       A         A    PP L                 E SSSVSPASSSSLVSFSFPNPARPSDW MHAVPA FTEKQKGGGVPSGDGTDGKADDK LAFLGSAAS SELN  R VRPT....SSPSLPSRE Q
SN3_00900895/1-1424     1                           M                                             PP V                 E .......................... REKLHSFFDFLQQKK.REPQQTAGPPLPRLSLPFLVPSLPPSASN  L KYAV.....HSPASTRE R
BESB_024160/1-1353    203                           V      A                       A         V    PP L                 E .....APSSPLVSSP.......SSDS PLAPPS FAQTQKKETASPGK...TSETKN LAFLGVPAV SERN  V SRTA....SASAPSTQE E
CSUI_007316/1-481  ...............................................................................................
ETH_00018465/1-1314   114                           M      L                       A         L    PG L                 E ....................NDPANS IWTPVS VQ...QRH.VLAET...LQEIMK F......TP LQHL  R KLQSTEEAEAEAAASLP R
cyc_03129/1-1343      147                           V      L                       V         L    PG L                 E ....................FESSQG .....V LQ...KST.SATGD...GHASAT F......SS LRRL  R HVAAQQP......PSAS G

             TT                                                                                TgRON13/1-1375     

TgRON13/1-1375        313 V  A  LPLC L  D L   LG GTFG VY L                                      KFAVKIF LK      L   I  G  RK YA    E PW D GPM  S    R  P R.......................RPACTEVTKGFVGR       W  RKGMMN FDT SQ G
HHA_321650/1-1376     314 V  A  LPLC L  D L   LG GTFG VY L                                      KFAVKIF LK      L   V  G  RK YA    E PW D GPM  A    R  P R.......................RPACTEVTKGFVGR       W  RKGMMN FDT SQ G
NCLIV_004270/1-1118   298 V  A  LPLC M  D L   LG GTFG VF L                                      KFAVKVF LK      L   I  G  RK YA    E SW V GPM  A    R  P K.......................QPACTAVTKDFVGR       W  RKGLIN FET DE A
SN3_00900895/1-1424    64 A  A  LPVC L  D L   LG GSYG VF                                         FAAKIF LK      I   L  G  TA LS    T HM E GKL  A    K  AYRVEGAAQPQ.........QQAGEEYRPCAEILSQFSEKN      R  K.NVMD FDK DA S
BESB_024160/1-1353    279 L  A  LPLC I  D L   LG GSYG VY L                                      KFAVKIF LK          I  G  AK NS    E QW I GPM  S    G  P L.......................QPACPDVTKSFVGR       R  RAGIMAHFDS SD K
CSUI_007316/1-481  ...............................................................................................
ETH_00018465/1-1314   176 L  V  LPIC L  D L   VG GSFG VF I                                      KY VKIF V       I   A  G  SL AS    I SA N ERT  S    K  L SRHAVEEGSCREIVAGSSAFEPEPTNTAANPHEEAVMQ  G    S TQED..P I.H AM G
cyc_03129/1-1343      198 L     M LC L  D L   LG GTYG VY M                                      KFAVKVF LR      L   A     SLSMA S  R SF D DPK  G    E  P RAGALSGGPCIPTAAQAEGAKGAA.......QTDDPGP       R  GLV..G M.K AEEG

                       TT         ..         .                                                 TgRON13/1-1375     

TgRON13/1-1375        385                                                                                      I                    I  I S IR L         MVR  I  P V            LT    M     LR VINT  F  EV  TGT F QME FV TPSAEQTDPGT AA K E  S PTSSSAFRD   .. AD T DVE.KIKGMADS  VETI KEAKT  T    NG YT  GE     T   K  Q
HHA_321650/1-1376     386                                                                                      I                    I  I S IR L         MVR  I  P V            LT    M     LR VINT  F  EV  TGT F QME FV TPSAEQTDPGT AA K E  S PTSCSAFRD   .. AD T DVE.KVKGLGDT  VETI KEAKT  T    NC YT  GE     S   K  Q
NCLIV_004270/1-1118   370                                                                                      I                    I  I S IR L         MIR  L  P L            LT    L     LR VINT  F  EV  TGT F QME FI KPSAEHTDPDT TA K E  S PISSPSFQD   .. AD K DLE.QIKAFGES  VETV KEAKA  T    NC YT  GE     I   K  K
SN3_00900895/1-1424   149                                                                                      I                    L  I S LK A         LVH     P V            VN    V     VR ILNS  F  EL  TGS F SM  FL LKEKRRITGAV SF S E  A PTGSEVFWE   ..TAN A RPA.VLRNLINN  YANV ANYKL  S    AS YS  QK     K  KQ  L
BESB_024160/1-1353    351                                                                                      I                    L  I S IR I         MVR  V  P I            LT    L     LR VINT  F  EL  TGT F QME FI AP...QTDTET HA E Q  A PASNSIYQK   .. ID S DAQ.KTKNYAGS  HDIV TESNK  A    HS FS  CE     Q   T  K
CSUI_007316/1-481       1                                                                                      I                                                                                               F QLE F  ....................................................................................M  S   H FA
ETH_00018465/1-1314   268                                                                                      I                    L  I T LR I         AL   L                       A     A  AINT  Y  DL   GT        I FQH....PAEK KS Q Y  S DLDDRFLCS  QEA GSESSVAQLQRLQRQELSG.AEF ANSRI EA    QL VD  KLL   LHRTLAA Q
cyc_03129/1-1343      283                                                                                      I                    L  A S LK V         ALK  L  P M            LS    L     IR AI T  F  EL  TG  F QMD  L QKELRAPELQA KK A E  S NLKDPFTVS   EV ED G LGTLEALQQQSL  PEAF QNFAA  S  Y KC LD  EE  L  I   RA E

                                           TT                                                  TgRON13/1-1375     

TgRON13/1-1375        477                                W LP  R           W  L     GD              D W                     P IW TL  AS EA ASKYAEIG    H S  LA VLVKD     H  L IELFD  L P   KTG    L G                 N AHR E  S  SK  Q  Q        LADN             KNDVK  A          Q KTD   ..YS    NAKS..........GG V
HHA_321650/1-1376     478                                W LP  R           W  L     GD              D W                     P IW TL  AS EA ASKYAEIG    H S  LA VLVKD     H  L IELFD  L P   KTG    L G                 N THR E  S  SK  Q  Q        LAEN             KNDVK  A          Q KTD   ..FS    NTKS..........GG V
NCLIV_004270/1-1118   462                                W LP  R           W  L     GD              D W                       VW TL  AT EA ASKYAEIG    H S  LA VIVKD     H  L IELFD  L P   KTG    L G                 N AHRAS  T  AK  Q  Q        LEEN             KKGVN  A          Q KVD   ..YA    NAKA..........AG V
SN3_00900895/1-1424   241                                W LP  R           W  L     GD              D W                     P VW S    S EA ASK VEI       N  VA ILAKD     H    IEA D  M P   R G    A G                 N THE N  A FQGS E  I   L   AFANND            RYDNL  GF    L    Q EVE L ..LE    KRTT...........K S
BESB_024160/1-1353    440                                W LP  R           W  L     GD              D W                     P VW  L  AS EA ASKYAEIG    H S  LA VVV D     H  L IEL    L P   K G    A                   S RNR D  TA EG  E  K        IAEN           N TRGIK  G     HH   E KAK R ..SP  S LPMV..........IS Q
CSUI_007316/1-481      12                                W LP  R           W  L     GD              D W                     P MW SL  AT EA ASKYAEVG    H S  LA VI KD     H  L VELF   L P   KTG    L G                 N TFR Q  A  KG  K  R        LAQY          S  AKGNS  G      Q   Q KGD   ..LA    DRQS..........SG R
ETH_00018465/1-1314   358                                W LP  R           W  L     GD              D W                     P  Y SL  A     VQ  A VG         V  VLVR         I L LYD  I      T     L                     TLS AS S  ED PARDK  LL A  EQ.LG G   G     HSDGRQL G   K      DISIRP DDGFR  A SEPTKMTATRAIVWERKL
cyc_03129/1-1343      378                                W LP  R           W  L     GD              D W                     P MW  M  AS E  VS FA VG    H S  L  VLVKD     H  V V LFD  L P   RN     L G                 N KLD A  EK KD  K ER  L  T  RRYV      G      KHQRL  G   N      E QAN  SDGSI    AVGE...........R A

                                                                     TT                    TT..TgRON13/1-1375     

TgRON13/1-1375        560  L         L  L  K   PF                                       DFG            G   F AP  E         R IFSSR   I  TS LVK  V M NLY LGHFDIKP NLLYKY P   G    L VAA    MA LL   M LR TL  M  EM R      V  E     EA  G          V Q   S        P      F GEK RASR S   G     G  HGD I     A        VSGG..
HHA_321650/1-1376     561  L         L  L  K   PF                                       DFG            G   F AP  E         R IFSSR   I  TS LVK  V M NLY LGHFDIKP NLLYKY P   G    L VAA    MA LL   M LR TL  M  EM R      V  E     EA  G          V Q   S        P      F GEK RAGR S   G     G  HGE I     A        ASGS..
NCLIV_004270/1-1118   545  L         L  L  K   PF                                       DFG            G   F AP  E         R IFSSR   L  TS LVK  V M NLY LGHFDIKP NLLYKY P   G    L VAA    MA LL   M LR TL  M  EM R      P  E     EA  G          V Q   S        P      F AAN RPAR S   G     G  HSE V     A        VSGG..
SN3_00900895/1-1424   323  L         L  L  K   PF                                       DFG            G   F AP  E         K LYNS    V     AVR  M L  LY MGHFDVKP NLLFHF P   G    L VVA    LA  L     IK SL  I  EV R      K  V    VPM  K AD       L HH  G        A      Q ..N ESGE R   A     GQ FKATP     P        AKEGFE
BESB_024160/1-1353    523  L         L  L  K   PF                                       DFG            G   F AP  E         R IF SR   L  TS VLK  V M NLY LGHFDIKP NILYKY P   G    L IAA    MA  L   M IR TL  M  DM R      A  E  G  TS  S          K H   L        A      L AQN RAAG S   A     SR YSP P     S        VPGG..
CSUI_007316/1-481      95  L         L  L  K   PF                                       DFG            G   F AP  E         R IFTSR   L  TS  IK  V M NLY  GHFDIKP NLLYKY P   G    V VAA    MA LL     IR TL  M  EM K      N  K     DS  D    S     L H   RF       P      Y AEK RSAR E   G     T  FQETK     P        PKDKTD
ETH_00018465/1-1314   452  L         L  L  K   PF                                       DFG            G   F AP  E         K L S K   L  S  IV   V M N   IGHFDIKP NILFK           V IAV    MV A    V LR T   L  EL        G  N A D YS  S  A   A   Y H FLS        S     KNH.......T K   T     A FNRK G    TA       IEKKRRS
cyc_03129/1-1343      462  L         L  L  K   PF                                       DFG            G   F AP  E         K IF  K   L  SS AI   V M N F                 P        V LAA    MA LL   V MR TV  M  EI R      V  E  AE SS  S      Q   Y H F GKESH............ .......T Q   G     T  GQN L     A        PKKQTT

.................................................T                                             TgRON13/1-1375     

TgRON13/1-1375        653                                                      P  D  AL  TL                WV  C  P                                                       L A     VY   L  A FWTA       H     K I   L    ................................................. V K SY     A    S    ATE.LRD YP  E   K T KKMK
HHA_321650/1-1376     654                                                      P  D  AL  TL                WV  C  P                                                       L A     VY   L  A FWTA       H     K I   L    ................................................. V K SY     A    S    ATE.LRD YP  E   K T KKMK
NCLIV_004270/1-1118   638                                                      P  D  AL  TL                WV  C  P                                                       L A     VY   L  A FWTA       H     K I   L    ................................................. V R SF     A    F    STE.LRN LP  N   K T K...
SN3_00900895/1-1424   416                                                      P  D  AL  TL                WV  C  P                                                         A      F   L  A FFTA       K     R I   L    AARIQTSSALEVAQHRLLQQKRGVYFVEQHPTYTSFTSISSSAEGYTATTG S AV T   G    A    GRAPQKD QV  E   L Y M...
BESB_024160/1-1353    616                                                      P  D  AL  TL                WV  C  P                                                       L       VY   L  A FWT        R     K I   L    ................................................. TSS EF     G    W   SATE.VNE AP  E   K A KRSA
CSUI_007316/1-481     190                                                      P  D  AL  TL                WV  C  P                                                       L A      Y         WT        R       I   M    PQKK...........................................LV L S AF T   GF  SAL  SGTE.YTE YS  TQ  R S TT..
ETH_00018465/1-1314   540                                                      P  D  AL  TL                WV  C  P                                                               AF   L  A  W M             R L   L    SSQHDPSRRLQPRGKRLFTAS...................KNKNPIPLPFRTL SH     G    TV F SI..ATVPDM  G   E H Q...
cyc_03129/1-1343      538                                                      P  D  AL  TL                WV  C  P                                                       I A     VF   L  A FWSV             R I   I    .............................................PPPR V L EH     G    Y    SAF.CPVSYP  E   V H Q...
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Kinase Domain (c-lobe)

C-terminal extension

C-terminal extension

C-terminal extension

C-terminal extension

                                             TT                                                TgRON13/1-1375     

TgRON13/1-1375        698        F F                   L  C   GG   K Y    P                 R S       F          R               T     S  GP LY                KVE L    M LLIRLKLSQM D  P A V MRHA    KA  MLD L         ...DAPE   LRFA KT  K  EADTIYA ST FAV        HTG            A PE L        RFV   YA   K L APQSE..
HHA_321650/1-1376     699        F F                   L  C   GG   K Y    P                 R S       F          R               T     S  GP LY                KVE L    M LLIRLKLSQM D  P A V MRHA    KA  MLD L         ...DAPE   LRFA KT  K  EADTIYA ST FAV        HTG            A PE L        RFV   YA   K L ASHSE..
NCLIV_004270/1-1118   680        F F                   L  C   GG   K Y    P                 R S       F          R               T     S  GP IF                KVE L    M LLLRLKLSQM D  P A V MRHA    KA  MLD L         ...SGTE   QRLA KS  R  EPDTIYA AT FAV        HTG            A PE A        RFV   FT   K L DVPSS..
SN3_00900895/1-1424   508        F F                   L  C   GG   K Y    P                 R S       F          R               S        G  IF                KVE L    L  LLRL VQ M    P V   LRHV    KA  LLD L         ...SGQL   KHFSAAR VP  SRTVTAA AA FAP        LPQ  Q    V  R TSIA E  P     WMV   HA   E D TAAAGRG
BESB_024160/1-1353    661        F F                   L  C   GG   K Y    P                 R S       F          R               T     S  GP IY                KIE L    M LLARLKISQM D  P A   MRHA    KV  V D L         DSGGSVA   QRFA KT  R  DEQTLAA DG FAL        HTE            V LD R  C     ELT   LS T Q S GTPGG..
CSUI_007316/1-481     239        F F                   L  C   GG   K Y    P                 R S       F          R               T     S  G  VY                KVD L    M LLIRIKIQQM D  P A V LRHI    K   VLD L         ...SGQS   QQFS RE AL  DEKVRQH TR MKE        HVN            T IH Q        RFF  TFG   R Q EPSRSDG
ETH_00018465/1-1314   611        F F                   L  C   GG   K Y    P                 R S       F          R               N     S  GP VY                 IE      M LLVK KI QL E    I I V  A     A   A  A         ...PGAA   DALK SS  Q  TPNVRNE NR MGP  N   S LPN      T  R  A TNHV     SN F.A I VAN LE V ERPVTEA
cyc_03129/1-1343      584        F F                   L  C   GG   K Y    P                 R S       F          R               S     S   P LY                RVD L    M  VIKLKI QM E  P L I M  A     A  MA            ...NGAT   DTMS TVS Q  TPIVKKE KK LQP        SSK  F      A  T VN N     NN F.S M VT  LETV GTSVEDG

                                                                                               TgRON13/1-1375     

TgRON13/1-1375        788                                         L                                          A             A                                        LQ L IV F L  LRM PLT  ARDN Q Y  LARALLD     PV  AA  AN ...............................ETREEQ KQ  S H  Q L FY   E   .A    T S RR       F RLD  YQ  TE
HHA_321650/1-1376     789                                         L                                          A             A                                        LQ L IV F L  LRM PLT  ARDN Q Y  LAR LLD     PV  AA  AN ...............................EQREEQ KQ  S H  Q L FY   E   .A    T S RR   S   F RLD  YQ  TE
NCLIV_004270/1-1118   770                                         L                                          A             A                                        LQ L IV F L  LRL PLT  ARDN Q Y  LARALLD     PI  AA  AN ...............................ERRENQ KQ  E H  Q L LY   E   .A    T S WR       F RLE  DT  TE
SN3_00900895/1-1424   600                                         L                                          A             V                                        LQ L LA F    L M PLT  IR N   Y  LL AL D     PI  AV  TD TATLPAAATAAAGVSTATGRAPKLPTSTLSYHKTRRL KE  R P  K FFFN Q K   .P  R RHK AA  A  T L RLE  QE  EK
BESB_024160/1-1353    754                                         L                                          A             A                                        LQ M LM Y L  LHL PLT  ARDN T Y  I RAMLE     PL  AA  AT ...............................DADEEK KR  E P  K L YY   K   .V    R E RL N     F QHT  HA  AE
CSUI_007316/1-481     331                                         L                                          A             M                                        LQ L LV F L  LRM PLT  VKDN S Y  L   LLD     PI  AV  RD ...............................ERTQEK SR  Q Q  Q L FY   K   .A    L E KL NQT   L RGE  HE  SQ
ETH_00018465/1-1314   702                                         L                                          A                                                      A    LL   L  A    I        Q    VLRALLE     PI  AV  QQ.....................................L QQ KGTV  HLS LK GRNN EVGTVKGK QATE       F TWS  RE  RS
cyc_03129/1-1343      675                                         L                                          A                                                           L    L   RL  I     E  Q    VLRAL D      L  VV  TR.....................................L EETKQTS FQLS KMS  EK DTQGQ RQ QATR     Q L IGST KE  EA

                 ..........                                                                    TgRON13/1-1375     

TgRON13/1-1375        851                                                                   D  FG    G           R        V PLP   F                  V        V      L   L      S S D W DLV IM  VSLD LR VVTRVV   K  LL  T Q   YEF TEQKDWQ..........N KVEVSGSE DETIRK RTS T..RDR L E S A               E      YS  TF  EE
HHA_321650/1-1376     852                                                                   D  FG    G           R        V PLP   F                  I        I      L   L      S S D W DLV IM  VSLD LR VVTRVV   K  LL  T Q   YEF TEQKDWQ..........N KVEVSGSE DATIQK RSS T..RDR L E S A               A      YS  TF  ES
NCLIV_004270/1-1118   833                                                                   D  FG    G           R        V PLP   F                  L        V      L   L      S S E W DLV IA  VSLE LR LVTRVV   K  LV  A A   FEV AKEKDWK..........E KIEVSDDE DSTIRK RDS T..GNR T E A A               T      YS  TF  EQ
SN3_00900895/1-1424   694                                                                   D  FG    G           R        V PLP   F                  V               L   L          D W EV  VL  VS E LR LMQRAI   R  LL  A V   LSI AEQSTAM..........E VHARDDEAERQANVA QTI L..HSELPAR D E  S       P    S      ER  TF  DS
BESB_024160/1-1353    817                                                                   D  FG    G           R        V PLP   F                  A        V      A   L      T S E W DLV IV  VT E LR LA RAV   K  VL  E E   LDF HGEKDWA..........A TIDITEEE DAVIKR RTV A...SE L A G T          P    T  R   YR  TF  QQ
CSUI_007316/1-481     394                                                                   D  FG    G           R        I PLP   F                           I      V   I        T D W DLL  V  VSA     LVSRAA   K      T S   LSS REIPVGGDREKTDAPVLSTLVAVKDEE SLVSKQ RGK T..RDAKI E Q N    T      Q FNV      IE  G.....
ETH_00018465/1-1314   760                                                                   D  FG    G           R        V  IP                      A        L      L   L      Q     Y DLV AV  V MD LH I Q AI   K  AV  C VA  VRTAVQLTELP..........E A..EAGEA DKLPQL QWP LQQQVE MKDKT A         D     T T Q  IE  MS  HL
cyc_03129/1-1343      733                                                                   D  FG    G           R        V PV                       V               L          Q T     D V AV  LSLD L   I   I   K  AA  A S  ALEDLLSLDVLP..........A TDEEKATVRNELEKA QWAPVRHQEG T GATHA R            EVR EQE TD  ME  SV
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