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Supplementary Data. Placozoan Cav channels alignments: Trichoplax adhaerens (H haplotype), 

Trichoplax sp. (H2 haplotype), Hoilungia sp. (H4 haplotypes), Hoilungia hongkongensis (H13 haplotype). 

 

Yellow – polar, acidic amino acids 

Light blue – polar, basic amino acids 

Grey – non-polar, hydrophobic amino acids 

Green – polar, uncharged amino acids 

Purple - cysteine 

 

Abbreviations:  

  

DI - Domain I  

DII - Domain II 

DIII - Domain III 

DIV - Domain IV 

 

 

 

 

 

 



H1_Cav1  1    --------------------------------------------MMIEYDGKSTLDLSDIRDRLS------------------------- 
H2_Cav1  1    -------------------------------------------MASSSFNSSVTLKTNNLSETVR------------------------- 
H13_Cav1 1    ----------------------------------------MADDKMGIDDGKSTLDPSDIRDRLP------------------------- 
H1_Cav2  1    -------------------------------------------MASSSFNSSVTLKTNNLSETVR------------------------- 
H2_Cav2  1    ----------------------------------------MADDKVGTDDGKSTLDLSDIRDRLP------------------------- 
H13_Cav2 0    ------------------------------------------------------------------------------------------ 
H1_Cav3  1    MDISFAIIAFTYNMTLLSILSANWNLVLLLLVDMSSNGHRCHQRFAASSSYQSDQPSHHAIDRNK-HQDLPYHGKAKSPDLLSPISAHDR 
H2_Cav3  1    -------------MTLLSILSANWNLVLLLLVDMSSNGHRCHQRFAASSSYQSDQPSHHAIDRNK-HQDLPYHGKAKSPDLLSPISAYDR 
H13_Cav3 1    ---------------------------------MSSNGHGYHQQLATSSGCQADQSSHYVPDRKRNHADTPYHKDSKLFNMLS-TSSQDQ 
 
H1_Cav1  21   --------PSVAGTLLETAAIARAKRRGAIQGRIQHYKAKQGALTPRAARVLF-FLKTDNPIRQFATTVVEKKYPL-------------- 
H2_Cav1  22   --------HLVHEKIAANNANKQQGIIRAYFRRIWQYDRDKS---------LC-CLPANNLLRKYAKKLVDWTYPFYRLTFNVNDSLADD 
H13_Cav1 25   --------PSVAGTLLETAAIAKAKRRGAIQGRIHYYKAKQGALTPRAARVLF-IFKTDNPIRQFATT---------------------- 
H1_Cav2  22   --------HLVHEKIAANNANKQQGIIRAYFRRIWQYDRDKS---------LC-CLPANNLLRKYAKKLVDWTYPFYRLTFNVNDSLADD 
H2_Cav2  25   --------PSVAGTLLETAAIARAKRRGAIQGRIQHYKAKQGALTPRAARVLF-FLKTDNPIRQFATTVVEKKYPL-------------- 
H13_Cav2 0    ------------------------------------------------------------------------------------------ 
H1_Cav3  90   YQQGRQQQDRTNQNYKADNYRQPHDVIREFQSEQQINSNDDADIDDEIHPVVCWYLHKDEWPRKYFVKLSQWRYPFIDGFNIINIYMRSI 
H2_Cav3  77   YQQGRQQQDRTNQNYKADNYRQPHDVIREFQSEQQINSNDDADIDDEIHPVVCWYLHKDEWPRKYFVKLSQWRYPFIDGFNIINIYMRSI 
H13_Cav3 57   PQQSYLQEDSIGHNYKVDDPCQFQNIAEESQPEQQDSTNEAFDIEDEINPVVC------------------------------------- 
 
H1_Cav1  88   -----------------TFEYLILF------TIFANCVALALYQPLP----NNDNTLLNENMEK-VEYVFLAIFTIESFLKIITYGFAIP 
H2_Cav1  95   RLGFIVEYSPMISHNAQSFTCSVIL------TIVANCVVLAMDVPLP----DNDSTEISLLLERNAEIGFLVVFCIEAALKIIAKGFFFH 
H13_Cav1 84   -----------------AFEYLILF------TIFANCVALALYQPLP----NNDNTLLNENMEK-VEYVFLAIFAIESILKIITYGFAIP 
H1_Cav2  95   RLGFIV-----------------------------------EYSP----------------MERNAEIGFLVVFCIEAALKIIAKG---- 
H2_Cav2  92   -----------------TFEYLILF------TIFANCVALALYQPLP----NNDNTLLNENMEK-VEYVFLAIFTIESFLKIITYGFAIP 
H13_Cav2 1    -----------------------------------------MDVPLP----DNDSTEISLLLETRAEIGFLIVFCIEAFLKIIAKGFFFH 
H1_Cav3  180  IINFYLFLYPHSKSIGLNFCFLTWFERITIIVILINCVTLGSYNPAGQFK-NNTCVDSTCQITSVVDNIIFGYFVVEMIIKMVALG-VFG 
H2_Cav3  167  IINFYLFLYPHSKSIGLNFCFLTWFERITIIVILINCVTLGSYNPAGQFK-NNTCVDSTCQITSVVDNIIFGYFVVEMIIKMVALG-VFG 
H13_Cav3 109  -----------------------------------------SYNPVNQAKNNNTCMDNLCRVTGVVDNIIFGYFVVEMIIKMIALG-IFG 
 
H1_Cav1  151  SGAYLRNGWNILDFIIVIVGIINIIFTATSSSNQNIDVLRALRAFRVLRPLRLVSGVPSLQVVMNAIMKAMVPLFHVAALVVFVIIIYAT 
H2_Cav1  175  PQAYLRSGWNILDFLIVVVGLVNAFYINAASNEID---VKILRVVRVLRPLKLVSGMPSLQIVLRSLLTAMGPLFQISLLVLFVIVIYSI 
H13_Cav1 147  AGAYLRNGWNILDFIIVIVGIINIIFSATSSSNQNIDVLRALRAFRVLRPLRLVSGVPSLQVVMNAIMKAMVPLFHVAALVVFVIIIYAT 
H1_Cav2  129  -----------------------------------------------------------LQIVLRSLLTAMGPLFQISLLVLFVIVIYSI 
H2_Cav2  155  SGAYLRNGWNILDFIIVIVGIINIIFTATSSSNQNIDVLRALRAFRVLRPLRLVSGVPSLQVVMNAIMKAMVPLFHVAALVVFVIIIYAT 
H13_Cav2 46   PEAYLRSGWNLLDFLIVVVGLVNAFYVNAASNEID---VKILRVVRVLRPLKLVSGMPSLQIVLRSLLTAMGPLFQISLLVLFVIVIYSI 
H1_Cav3  268  KYAYFSSGWNRLDFIIVLTGCLEYLINEGEF-------LTIIRTVRVLRPLRAINRVPSMRLLVNLLLDTLPLLGNVLMLCFIVFSIFGI 
H2_Cav3  255  KYAYFSSGWNRLDFIIVLTGCLEYLINEGEF-------LTIIRTVRVLRPLRAINRVPSMRLLVNLLLDTLPLLGNVLMLCFIVFSIFGI 
H13_Cav3 158  KYAYFSNGWNRLDFIIVLTGCLEYFINDGEF-------LTIIRTVRVLRPLRAINRVPSMRLLVNLLLDTLPLLGNVLMLCFIVFSIFGI 
 
H1_Cav1  241  IGLELFNGVLHRAC--YHNITKK---------LI--NDPRPCAASESFESAHHCK-----------------------------SGY--- 
H2_Cav1  262  IGMEFFLGKFHLGC--RDPRTGQ---------LLTQNHMSPCNNQPNSSAGFRCVINT--------------------------TQY-QV 
H13_Cav1 237  IGLELFNGVMHRAC--YHNITRK---------LI--NDPRPCAASKSVESAHHCK-----------------------------PGY--- 
H1_Cav2  161  IGMEFFLGKFHLGC--RDPRTGQ---------LLTQNHMSPCNNQPNSSAGFRCVINT--------------------------TQY-QV 
H2_Cav2  245  IGLELFNGVLHRAC--YHNITKK---------LI--NDPRPCAASESFESAHHCK-----------------------------SGY--- 
H13_Cav2 133  IGMEFFLGRFHTGC--RDHRTGQ---------LVTQNHMSPCDSNLNSSGGFNCVINT--------------------------TQY-QF 
H1_Cav3  351  VGVQLWKGILRSRCTLQQNITAPPGIFLYRYYLPSYEDPDYVCSLPEYNGIHHCRDLTLSNLTLDLTCKITNQTLASQYGDGTCTEYLQF 
H2_Cav3  338  VGVQLWKGILRSRCTLQQNITAPPGIFLYRYYLPSYEDPDYVCSLPEYNGIHHCRDLTLSNLTLDLTCKITNQTLASQYGDGTCTEYLQF 
H13_Cav3 241  VGVQLWKGILHNRCTLQQNFSAPPGISLYKYYLPSYDEPDYVCSLPENNGINHCQQLTLSNLTQDLTCKITNQSLADIYETEICSDFLQF 
 
 
 
H1_Cav1  285  --VCLRNWTGPN--AGITSFDNIGLSMLTVFQCITMEGWTNIMY------------------SINDAVGSEWPWIYFVTLIILGSFFVLN 
H2_Cav1  314  FGTCDYKYDGPN--YGITGFDNIFMALLTVFQCISLEGWTNLLY------------------DTNNAVGSTFTWFYFLTLIIWGSFFMLN 
H13_Cav1 281  --ICLSNWTGPN--AGITSFDNIGLSMLTVFQCITMEGWTNIMY------------------YINDAVGSEWPWIYFVTLIILGSFFVLN 
H1_Cav2  213  FGTCDYKYDGPN--YGITGFDNIFMALLTVFQCISLEGWTNLLY------------------DTNNAVGSTFTWFYFLTLIIWGSFFMLN 
H2_Cav2  289  --VCLRNWTGPN--AGITSFDNIGLSMLTVFQCITMEGWTNIMYSVRYSFDSNRNYHIDFGFNINDAVGSEWPWIYFVTLIILGSFFVLN 
H13_Cav2 185  FGICNYKYDGPN--YGITGFDHIFMALLTVFQCISLEGWTNLLY------------------NTNNAVGSTFTWFYFLTLIIWGSFFMLN 
H1_Cav3  441  YDTCST--SGPNIFYDNISFDNFAMAFIAIFQVITLEAWVDIMY------------------AIQDG-HASIDWIYFVILILIGSLFLLN 
H2_Cav3  428  YDTCST--SGPNIFYDNISFDNFAMAFIAIFQVITLEAWVDIMY------------------AIQDG-HASIDWIYFVILILIGSLFLLN 
H13_Cav3 331  YNTCSP--SGPNIFFDNISFDNFAMAFIAIFQVITLEAWVDIMY------------------AIQDG-HSSLDWIYFVILILIGSLFLLN 
 
H1_Cav1  354  LVLGVLSGEFSKEREKARV------------SGDFKKLR---EKRQIEED----------YRGYLE------------------------ 
H2_Cav1  384  LVLGVLSGEFAKERDRVEK------------RREYKKFQ---ENRKIERD----------FLGYLE------------------------ 
H13_Cav1 350  LVLGVLSGEFSKERERVRA------------NGDFKKLR---EKRQIEED----------YRGYLE------------------------ 
H1_Cav2  283  LVLGVLSGEFAKERDRVEK------------RREYKKFQ---ENRKIERD----------FLGYLE------------------------ 
H2_Cav2  376  LVLGVLSGEFSKEREKARV------------SGDFKKLR---EKRQIEED----------YRGYLE------------------------ 
H13_Cav2 255  LVLGVLSGEFAKERDRVEK------------RREYIKLK---ENQKIERD----------FLGYLE------------------------ 
H1_Cav3  510  FTLVVMATQFSETKRRVTKKARNSPSAIRSRRGSFSTLSSSAESRTCYNETIRLIRRIILYIAYLIQQFYSRCLKKIWNRLYNRCLICKR 

DI 



H2_Cav3  497  FTLVVMATQFSETKRRVTKKARNSPSAIRSRRGSFSTLSSSAESRTCYNETIRLIRRIILYIAYLIQQFYSRCLKKIWNRLYNRCLTCKR 
H13_Cav3 400  FTLVVMATQFSETKRRVTKKARSSPSAIRSHRGSFSTLSSNPESRTCYNECIRLIRRLLLYLMYLMQRFYSQCLKKMWNHLYRQCLTCKR 
 
H1_Cav1  394  -WIGKAE--------------DLEVDVDDLQ--------VDMEQQVAGTQNFYIIFLNLNFNCWYI-TFLANSFGHCTTIDINLPAEGV- 
H2_Cav1  424  -WIGRAE--------------DLILGEQRLK-----------DEETAP-----------HFDTRSE-IFQFAEQDQVAELAEITLSE--- 
H13_Cav1 390  -WIGKAE--------------DLEVDVDDLQ--------ADMEQQVTAEG--------LRF----------------------------- 
H1_Cav2  323  -WIGRAE--------------DLILGEQRLK-----------EEETAP-----------HFDTRSE-IFQFAEQDQVAELAEITLSE--- 
H2_Cav2  416  -WIGKAE--------------DLEVDVDDLQ--------VDMEQQVAGTENFYIIFLNLNFNCRYI-TFLANSFGHCTTIDINLPAEGV- 
H13_Cav2 295  -WMGRAE--------------DLMLGEQRLM-----------DEETTS----------LHFDARSE-IFQLTDKDQVAELAEITLSE--- 
H1_Cav3  600  KWSSRHQRSTSMSESRVNGNAKFTSDDQRLDRLHQNFFLPDIDGSCLSDGTERSTYLAFRLDNWRQRSYSQNTTTTSQIYQESALRDRL- 
H2_Cav3  587  KWSSRHQRSTSMSESRVNGNAKFTSDDQRLDRLHQNFFLPDIDGSCLSDGTERSTYLAFRLDNWRQRSYSQNTTTTSQIYQESALRDRL- 
H13_Cav3 490  KWISRHQQSTTANGCQANGNVKFVSDNHSFDNFHQNVFLPDVEGSCLSDGTERSTYLAFRLDNCSQRSYSLNRTNQHR--QDLTLSEQLP 
 
H1_Cav1  459  ---------------------------RFDDVEHGSQGSAVE------EKKVYCFRFRHQ--------------------LKRWHKRSRR 
H2_Cav1  473  -----------------------------NPINTKAYATTTH------SPRANCLHM-----------------------VQRSEKFLRL 
H13_Cav1 420  -----------------------------EDVEHGSQGSAVE------EKKIYCFRFRHQ--------------------VKRWHKRSRR 
H1_Cav2  372  -----------------------------NPINTKAYATTTH------SPRANCLHM-----------------------VQRSEKFLRL 
H2_Cav2  481  ---------------------------RFDDVEHGSQGSAVE------EKKVYCFRFRHQ--------------------LKRWHKRSRR 
H13_Cav2 345  -----------------------------NPINTKAYATVMR------SPKRSYFHM-----------------------LRRSEKYCRL 
H1_Cav3  688  ---------------GKRNGDLAINNSLYDGTTDNDGDTPIHPLESNTELQLFNFQLRHQPDGVSLTTDLSN-KLTNYQKLKQRIRRLRV 
H2_Cav3  675  ---------------GKRNGDLAINNSLYDGTTDNDGDTPIHPLESNTELQLFNFQLRHQPDGVSLTTDLSN-KPTNYQKLKQRIRRLRV 
H13_Cav3 578  GKALANPEMIRSAISGQYNGDTATVNSLYDETTDDDRDTTIHPSVNNNESPLFKLKLHNNSESKNTESHSSNRKISNYKNFKSMIQRLRI 
 
H1_Cav1  497  YCRLVVKSQTFYWLVILAVLLNTICLAVEHYEQQRVVTQFLSITNSVFVGLFTIEMSIKMYALGIEGYFMSLFNRFDFLVVLVSIIELIF 
H2_Cav1  506  AIRRTVKSRPFFWIVILLVFLNAVTIASEHSGEPLWLKDFREATNIVFVALFTLELILKLYGLGAVFYFSSTFNCFDFAVVIASIAELIV 
H13_Cav1 456  YCRLVVKSQTFYWLVILAVLLNTICLAVEHYEQTQVVTMFLSITNSVFVGLFTIEMSIKMYALGIEGYFMSLFNRFDFLVVLVSIIELIF 
H1_Cav2  405  AIRRTVKSRPFFWIVILLVFLNAVTIASEHSGEPLWLKDFREATNIVFVALFTLELILKLYGLGAVFYFSSTFNCFDFAVVIASIAELIV 
H2_Cav2  519  YCRLVVKSQTFYWLVILAVLLNTICLAVEHYEQQRVVTQFLSITNSVFVGLFTIEMSIKMYALGIEGYFMSLFNRFDFLVVLVSIIELIF 
H13_Cav2 378  AIRRAVKSIAFFWIVILLVFLNAITIASEHSGEPLWLKDFREAANIVFVVLFTLELILKLYSLGAILYFSSTFNIFDFAVVIASIIELIV 
H1_Cav3  763  RCCIFTKSQKFSLIVLFAILANTIVMAIEHHNQPTYQIQALEVCNIIFTIFFTLEMVFKLFALGLLHYAKDSFNVFDAIIVIVSLVEI-- 
H2_Cav3  750  RCCIFTKSQKFSLIVLFAILANTIVMAIEHHNQPTYQIQALEVCNIIFTIFFTLEMVFKLFALGLLHYAKDSFNVFDAIIVIVSLIEI-- 
H13_Cav3 668  CCCKFSEGQKFSLIVLLAILANTVVMAIEHHNQPLYQIQALEICNIIFTIFFTLEMLFKLFALGLLRYVKDSFNVFDAIIVIVSLVEI-- 
 
H1_Cav1  587  IAIIGGAAALGLSVLRCVRLLRIFKITRYWNTLRNLVASLLNSMRSIASLLLLLFLFVLIFALLGMQIFGGRFNFNK------SIPRSNF 
H2_Cav1  596  RSV--GGPKLGISVFRCIRLLRIFEITKHWKSLSNLVASLISSLRSILSLLFLIGLCIMVFALLGMQLFGGRFNFAE------GVPRSNF 
H13_Cav1 546  IAIIGGAAALGLSVLRCVRLLRIFKITRYWNTLRNLVASLLNSMRSIASLLLLLFLFVLIFALLGMQIFGGRFNFNK------SIPRSNF 
H1_Cav2  495  RSV--GGPKLGISVFRCIRLLRIFEITKHWKSLSNLVASLISSLRSILSLLFLIGLCIMVFALLGMQLFGGRFNFAE------GVPRSNF 
H2_Cav2  609  IAIIGGAAALGLSVLRCVRLLRIFKITRYWNTLRNLVASLLNSMRSIASLLLLLFLFVLIFALLGMQIFGGRFNFNK------SIPRSNF 
H13_Cav2 468  RSV--GGPKLGISVFRCVRLLRIFEITKHWKSLSNLVASLISSLRSILSLLFLIGLCIMVFALLGMQLFGGRFNFAQ------GVPRSNF 
H1_Cav3  850  -----ATDGKGLSVLRSFRLLRIFKIVRFLPTLQRQMMVMAQTFDNVVIFLGLLFLFMFTFSILGMHLFGNRFCLARVKDGPVVCSRKNF 
H2_Cav3  837  -----ATDGKGLSVLRSFRLLRIFKIVRFLPTLQRQMMVMAQTFDNVVIFLGLLFLFMFTFSILGMHLFGNRFCLARVKDGPVVCSRKNF 
H13_Cav3 755  -----ATDGKGLSVLRSFRLLRIFKIVRFLPTLQRQMMVMAQTFDNVIIFLGLLFLFMFTFSILGMHLFGNRFCLRRVPNGPIACSRKNF 
 
 
 
H1_Cav1  671  DSFWQSLLTVFQILTGEDWNEIMYNGIKALDGIDRFGILAV-FYFIILVVVGNYILLNVFLAIAVDNLANAESLTE-------INERRNA 
H2_Cav1  678  NDFGHAVLSVFQVLSGEDWNEVMYNGIRAYRSSGEFVSYAVSLYFVVLVCLGNYTLLNVFLAIAVDNLTKAQEISKDEDEEIMLQKRLSI 
H13_Cav1 630  DSFWQSLLTVFQILTGEDWNEIMYNGIKALDGIDKFGILAV-FYFIILVVVGNYILLNVFLAIAVDNLANAESLTE-------INERRNA 
H1_Cav2  577  NDFGHAVLSVFQVLSGEDWNEVMYNGIRAYRSSGEFVSYAVSLYFVVLVCLGNYTLLNVFLAIAVDNLTKAQEISKDEDEEIMLQKRLSI 
H2_Cav2  693  DSFWQSLLTVFQILTGEDWNEIMYNGIKALDGIDRFGILAV-FYFIILVVVGNYILLNVFLAIAVDNLANAESLTE-------INERRNA 
H13_Cav2 550  NDFGHAVLSVFQILSGEDWNEVMYNGIRAYRSSGEFVSYVVSLYFVVLVCLGNYTLLNVFLAIAVDNLTKAQEISKDENEEIQLQKRLSI 
H1_Cav3  936  DSLLWAFVTVFQILTQEDWNVVMYDGMLA---RGKWAA----IYFLALVTLGNYVLLNLLVAILVNGFQEQEKDEKNRKKDLTAKMGRAL 
H2_Cav3  923  DSLLWAFVTVFQILTQEDWNVVMYDGMLA---RGKWAA----IYFLALVTLGNYVLLNLLVAILVNGFQEQEKDEKNRKKDLTAKMGRAL 
H13_Cav3 841  DTLLWAFVTVFQILTQEDWNVVMYDGMLA---RGKWAA----IYFLALVTLGNYVLLNLLVAILVNGFQEQEKDEKNRKKDLTAKMGRAL 
 
H1_Cav1  753  KRK-----------MAKEQRLQKLQTP---------VQSLRYGNISIG------SAVENVSSEENPDDIQKLSKVMYEG--DLENDFSNP 
H2_Cav1  768  KRK-NYSKDSGCQSALGDGQYGTDDRP---------RESIRTLSI---------ASTDGRSNQRSRRSTLRIPMPSSP---SINDDNAFP 
H13_Cav1 712  KRK-----------MAKEQRLQKLQTP---------VQSLRYGNIGIG------SAIENVSSEENSDDIQKLSKVMYEG--DLENDFSNP 
H1_Cav2  667  KRK-NYSKDSGCQSALGDGQYGTDDRP---------RESIRTLSI---------ASTDGRSNQRSRRSTLRIPMPSSP---SINDDNAFP 
H2_Cav2  775  KRK-----------MAKEQRLQKLQTP---------VQSLRYGNISIG------SAVENVSSEENPDDIQKLSKVMYEG--DLENDFSNP 
H13_Cav2 640  KRK-NYSKDSGCPSAMTDGQYDIDDRP---------IDSIRTSSL---------TSVDRRSVPRSTRSTLRIRRISSQ---SIDDDDTLP 
H1_Cav3  1019 KHYCDSITDVRSEDQPANRQVNAPDEN-SGYQVGKDLQGIPTTQIVEGYYGKSTPICDHQSCAMESSALSQSNKREEDG--DSQTEFYIR 
H2_Cav3  1006 KHYCDSITDVRSEDQPANRQVNAPDEN-SGYQVGKDLQGIPTTQIVEGYYGKSTPICDHQSCAMESSALNQSNKREEDG--DSQTEFYIR 
H13_Cav3 924  KHYCDSITDVRSDDQPTDRQFSSQGKNDDGYQIGKDLHGVATTRINEGFYGKTTTICDHQIPHVELSTTNQLNKKEEEEEVDNPNDFYIR 
 
H1_Cav1  815  VYKMAVFSETESELSRV----EELDSN----------SDCTEEPARPRLDASFRT---NTTQINWKKI-------PDRVI--------VP 
H2_Cav1  836  EFCDNNTSQQETRIDEI----NDIENP-----------GNENDDEEPN----FRQKRLGSTKMNFQDAHQE----PELIIGKEIFAQNVP 
H13_Cav1 774  VYKMAVFNESEAEISHT----EELESS----------SDYIEEPAKPRLDASFRT---GNTQINWKKI-------PDRVV--------VP 
H1_Cav2  735  EFCDNNTSQQETRIDEI----NDIENP-----------GNENDDEEPN----FRQKRLGSTKMNFQDAHQE----PELIIGKEIFAQNVP 

DII 



H2_Cav2  837  VYKMAVFSETESELSRV----EELDSN----------SDCTEEPARPRLDASFRT---NTTQINWKKI-------PDRVI--------VP 
H13_Cav2 708  TTSNNAIEHSVSRLDDI-----EFDPN----------VDNENDNEEPN----FRQKRIGSMKMNFQNAHEQ----PELIIGREAFAQNVP 
H1_Cav3  1106 TFQSSSLSCNHNQEEEQQQLPNLVDPNEVQIFPCRVPIGPRDPPQSKNKFAKLRRLMPWKSKQKWQAIRRKYWICPEEVNNPNW----LT 
H2_Cav3  1093 TFQSSSLSCNHNQEEEEQQLPNLVDPNEVQIFPCRVPIGPRDPPQSKNKFAKLRRLMPWKSKQKWQAIRRKYWICPEEVNNPNW----LT 
H13_Cav3 1014 TFQISSKPYHCNKRSDN----DLIEPNNIQIFPYRVPIGPRDPPQKENKLAKLKRLMPQWSKKKWQAIRRKYWICPEEVNNPNW----LT 
 
H1_Cav1  873  IPKATSMFLFKSTNRFRCKIFDFVTNL-YFSNIILIIIILSSITLAAEDP-LGKDKIRNQVLSYCDKTFTAIFCVEAAMKMIAFGVIMHE 
H2_Cav1  903  ILQVNSLFIFSPQNRFR-RFCHYIVHLRHFENFMIAAIIISSGLLAVEDP-MNEDPVLNYVLRIFDSIFTGIFLIELILKVVDFGFILHR 
H13_Cav1 832  IPKATSMFIFTSTNRFRCKIFEFVTNL-YFSNIILIIIILSSITLAAEDP-LGYDKTRNQVLSICDKTFTAIFCVEAAMKMIAFGVILHE 
H1_Cav2  802  ILQVNSLFIFSPQNRFR-RFCHYIVHLRHFENFMIAAIIISSGLLAVEDP-MNEDPVLNYVLRIFDSIFTGIFLIELILKVVDFGFILHR 
H2_Cav2  895  IPKATSMFLFKSTNRFRCKIFDFVTNL-YFSNIILIIIILSSITLAAEDP-LGKDKIRNQVLSYCDKTFTAIFCVEAAMKMIAFGVIMHE 
H13_Cav2 775  ILEVNSLFLFSPQNRFR-RFCHYIVHLRHFENFMIGAIIISSGLLAVEDP-MNEESDLNYVLRVFDSIFTGIFLIELILKVIDFGFILHH 
H1_Cav3  1192 RHRNHSLLILPKENRFR-KWCKNVVKNPYFDRIILVVIIFNCVTLAMERPGIDPNSMERHFLNLMVIIFTFIFTSEMIIKVLALGLVTGD 
H2_Cav3  1179 RHRNHSLLILPKENRFR-KWCKNVVKNPYFDRIILVVIIFNCVTLAMERPGIDPNSMERHFLNLMVIIFTFIFTSEMIIKVLALGLVTGD 
H13_Cav3 1096 RHRNHSLLMLSKDNRYR-KWCRNIVKHPYFDRVILLFIIFNCVTLAMERPGIIPNSTERQFLNLMIIIFTFIFTSEMLIKVLALGLVTGD 
 
H1_Cav1  961  GSYFRNIFNILDMIVIAVSIADYT---IAEEN-----LKQLKVLRVLRVLRPLRALNRARGLKHVVQCVFVAIKTIWSIMLVTLLLVFMF 
H2_Cav1  991  GSYCRNLWNILDMIVVVTAVTSFIYFEIGVENQSNRNISAIKAIRTLRVLRPLKAIRTAKKLLACFQCMVNSLKNVLNVCIVMLLFLFMF 
H13_Cav1 920  GSYFRNVFNILDMIVIAVSIADYS---IGEDN-----LKQLKVLRVLRVLRPLRALNRARGLKHVVQCVFVAIKTIWSIMLVTLLLVFMF 
H1_Cav2  890  GSYCRNLWNILDMIVVVTAVTSFIYFEIGVENQSNRNISAIKAIRTLRVLRPLKAIRTAKKLLACFQCMVNSLKNVLNVCIVMLLFLFMF 
H2_Cav2  983  GSYFRNIFNILDMIVIAVSIADYT---IAEEN-----LKQLKVLRVLRVLRPLRALNRARGLKHVVQCVFVAIKTIWSIMLVTLLLVFMF 
H13_Cav2 863  GSYCRNPWNILDMVVVVTAVTSFIYFEIGTENQSNRNISAIKAIRTLRVLRPLKAIRTAKKLLACFQCMVNSLKNVINVCIVMLLFLFMF 
H1_Cav3  1281 KSYLRNGWNVLDLLLVIISWVDLI---ITYTGGASNILGVLRILRGFRTLRPLRVINRAPGLKLVVQTLFSSLKAIGNIVIICVAFFVIF 
H2_Cav3  1268 KSYLRNGWNVLDLLLVIISWVDLI---ITYTGGASNILGVLRILRGFRTLRPLRVINRAPGLKLVVQTLFSSLKAIGNIVIICVAFFVIF 
H13_Cav3 1185 KSYLRSGWNILDLLLVVISWVDLI---ITYSGGASNILGVLRVLRGFRTLRPLRVINRAPGLKLVVQTLFSSLKAIGNIVIICVAFFVIF 
 
H1_Cav1  1043 AVIGVQLFKGRFYFCTDASKMDN-STCKGSYYNYPTGDLNYLQCSVVYLFITYFYVIFGDCQCTYLCNFIEVLSNFSLYFEVEPRIWKES 
H2_Cav1  1081 AVIGVQLFKGKFHYCTDQTKHTK-SQCRGNYYHYTDGHVYNV--------------------------------------EVLERRWEQH 
H13_Cav1 1002 AVIGVQLFKGRFYFCTDASKVDN-TTCKGYYYNYPTGDLNYL--------------------------------------QVEQRTWKES 
H1_Cav2  980  AVIGVQLFKGKFHYCTDQTKHTK-SQCRGNYYHYTDGHVYNV--------------------------------------EVLERRWEQH 
H2_Cav2  1065 AVIGVQLFKGRFYFCTDASKMDN-STCKGSYYNYPTGDLNYL--------------------------------------QVEPRIWKES 
H13_Cav2 953  AVIGVQLFKGKFHYCTDQTKHTK-SQCRGYYYHYSGGHVYNV--------------------------------------EIFERRWEQH 
H1_Cav3  1368 GILGVQLFSGKFYYCKATDDVENKTQCVEQY---------------------------------------------------GLSEWVNR 
H2_Cav3  1355 GILGVQLFSGKFYYCKATDDVENKTQCVEQY---------------------------------------------------GLSEWVNR 
H13_Cav3 1272 GILGVQLFSGKFYYCKASDDVENKTQCVEQY---------------------------------------------------GQSEWVNR 
 
 
 
H1_Cav1  1132 SFNFDNVPNAMMTLFTITTFEGWPSILYRAIDATEAGRGPSRNHQPLVAIYFVIYIIIVAFFMVNIFVGFVIVTF------------QTE 
H2_Cav1  1132 PYNFDDLPRAMLTLFTMSTAEG-----------------PMRDYNLAVALYFCIYIVVFPFFFINIFVALIIVTF------------QEE 
H13_Cav1 1053 SFNFDNVPNAMMTLFTITTFEGWPSILYRAIDATEPGRGPSRNHQPLVAIYFVIYIIIVAFFMVNIFVGFVIVTF------------QTE 
H1_Cav2  1031 PYNFDDLPRAMLTLFTMSTAEG-----------------PMRDYNLAVALYFCIYIVVFPFFFINIFVALIIVTF------------QEE 
H2_Cav2  1116 SFNFDNVPNAMMTLFTITTFEGWPSILYRAIDATEAGRGPSRNHQPLVAIYFVIYIIIVAFFMVNIFVGFVIVTF------------QTE 
H13_Cav2 1004 PYNFDNLPRAMLTLFTMSTAEGWPRILYWSIDATNENEGPIRDYNLAVALFFCIYIVVFPFFFINIFVALIIVTF------------QEE 
H1_Cav3  1407 PYNFDDLVNASLSLFVISSKDGWMDITYHGIDARGVDLQPKKNHNVVVLLYFISFLLLVGFFVLNMFVGVVVENFHKCQEEHERRQREKK 
H2_Cav3  1394 PYNFDDLVNASLSLFVISSKDGWMDITYHGIDARGVDLQPKKNHNVVVLLYFISFLLLVGFFVLNMFVGVVVENFHKCQEEHERRQREKK 
H13_Cav3 1311 PYNFDDLVNASLSLFVISSKDGWMDITYHGIDARGVDLQPKKNHNVVVLLYFISFLLLVGFFVLNMFVGVVVENFHKCQEEHERRLREKK 
 
H1_Cav1  1210 GEQEYRNCDLDKNQRNCIEFALKTKPQKR---YIP--KNKLQLA--VWKLATSLGFEYTIFGLITLNTMTLMMQVYRPSRVYNDVLEYLN 
H2_Cav1  1193 GDKDIANYQLNRNQRDCIEFALNAKPIHR---HMP--KDKKSYAYKVWRIVTSTPFEFIIMVLIIVNTIVLMMEYNGQSKDYKDMLQIIN 
H13_Cav1 1131 GEQEYRNCDLDKNQRNCIEFALKTKPQKR---YIP--KNKLQLT--VWKLATSLGFEYTIFGLITLNTMTLMMQVYRPSKIYNDVLEYLN 
H1_Cav2  1092 GDKDIANYQLNRNQRDCIEFALNAKPIHR---HMP--KDKKSYAYKVWRIVTSTPFEFIIMVLIIVNTIVLMMEYNGQSKDYKDMLQIIN 
H2_Cav2  1194 GEQEYRNCDLDKNQRNCIEFALKTKPQKR---YIP--KNKLQLA--VWKLATSLGFEYTIFGLITLNTMTLMMQVYRPSRVYNDVLEYLN 
H13_Cav2 1082 GDKDITNYQLNRNQRDCIEFALNAKPIHR---HMP--KDKKSYAYKVWRIVTSTPFEFIIMVLIIVNTIVLMMEYDGQSKEYKEMLQIIN 
H1_Cav3  1497 RNRKLQRAKKNQNKANAKKVIIKKKVKEKKKNHIPPVEDYPAWRRKLYRFCVHRYFDITITIVIAVNIIFMATEHYKMSQAWEEVHKYAN 
H2_Cav3  1484 RNRKLQRAKKNQNKANAKKVIIKKKVKEKKKNHIPPVEDYPAWRRKLYRFCVHRYFDITITIVIAVNIIFMATEHYKMSQAWEEVHKYAN 
H13_Cav3 1401 RNRKLQRAKKNQNKANPKKLTIKKKSKDKKNDLIPPIENYPKWRRKLYQICVHRYFDITITIVISLNVVFMATEHYNMSLVWEDVHKYAN 
 
H1_Cav1  1293 IGFTVLFGLEAILKIVAFKPQNYFRDKWNVFDFVIVVGSIIDIVISEIYKDSSNVTVDFSVNFFRLFRAMRLVKLLSRGGGMRTLLWTFM 
H2_Cav1  1278 ITVTILFTVEMLLKVIAFSPRNFIKEWWNIFDLIVVIGSWTDIIIT---YASINGTSTVSISFFRLFRAGRLIKLLRKGYTIRVLLWTFL 
H13_Cav1 1214 IGFTVLFGIEAVLKIVAFKPQNYFRDKWNVFDFVIVVGSIIDIVISEVYKGNGDVTVDFSVNFFRLFRAMRLVKLLSRGGGMRTLLWTFM 
H1_Cav2  1177 ITVTILFTVEMLLKVIAFSPRNFIKEWWNIFDLIVVIGSWTDIIIT---YASINGTSTVSISFFRLFRAGRLIKLLRKGYTIRVLLWTFL 
H2_Cav2  1277 IGFTVLFGLEAILKIVAFKPQNYFRDKWNVFDFVIVVGSIIDIVISEIYKDSSNVTVDFSVNFFRLFRAMRLVKLLSRGGGMRTLLWTFM 
H13_Cav2 1167 ITVTILFTVEMLLKVIAFSPRNFIKEWWNIFDFIVVIGSWTDIIIT---YASTNGTSTVSISFFRLFRAGRLIKLLRKGYTIRVLLWTFL 
H1_Cav3  1587 YFFTVVFTLEAVIHLVAFGVVYYFRDRWNIFDLLIVILSWTGIIIESQVLSNPTINPTI-IRVMRLLRIVRILKLIKAAKGIRSLLRTIM 
H2_Cav3  1574 YFFTVVFTLEAVIHLVAFGVVYYFRDRWNIFDLLIVILSWTGIIIESQVLSNPTINPTI-IRVMRLLRIVRILKLIKAAKGIRSLLRTIM 
H13_Cav3 1491 YFFTVIFTLEAAIHLVAFGVVYYFRDRWNIFDLLIVILCWTGIIIESQVISNPTINPTI-MRVMRLLRIVRILKLIKAAKGIRALLRTIM 
 
 

DIII 

DIV 



 
H1_Cav1  1383 KSFQALPYVGLLIVFVFFIYAVIGMQLFGTVLTS---PGSAITEYNNFHSFFSSVLVLFRCATGENWQLITLSCTWRTGNGCSEN---SC 
H2_Cav1  1365 KSFQALPYVGLLIGMLFFISAVLGMQLFGQIQSD---PTTAIFRYNNFQTFTGALIVLVRCSTGENWPEVMLACL-PGRAKCSTKFP-DC 
H13_Cav1 1304 KSFQALPYVGLLIVFVFFIYAVIGMQLFGTIVAS---SGSAITEYNNFHSFFSSVLVLFRCATGENWQSIMLSCA-VKKCQPSGN---SC 
H1_Cav2  1264 KSFQALPYVGLLIGMLFFISAVLGMQLFGQIQSD---PTTAIFRYNNFQTFTGALIVLVRCSTGENWPEVMLACL-PGRAKCSTKFP-DC 
H2_Cav2  1367 KSFQALPYVGLLIVFVFFIYAVIGMQLFGTVLTS---PGSAITEYNNFHSFFSSVLVLFRCATGENWQLITLSCTWRTGNGCSEN---SC 
H13_Cav2 1254 KSFQALPYVGLLIGMLFFISAVLGMQLFGQIQSD---PTTAIFRYNNFQTFTGALIVLVRCSTGENWPEVMLACL-PGQAKCSAKFP-DC 
H1_Cav3  1676 NAMPQVVNLGMLFFLLFFIFAALGIELFGRLDCTTDNPCNGLSQHANFKTFGMAMLTLFRIATGDNWQGILQDTL-RENCDRSENCQQNC 
H2_Cav3  1663 NAMPQVVNLGMLFFLLFFIFAALGIELFGRLDCTTDNPCNGLSQHANFKTFGMAMLTLFRIATGDNWQGILQDTL-RENCDRSENCQQNC 
H13_Cav3 1580 NAMPQVINLGMLFFLLFFIFAALGIELFGRLDCTESNPCNGLSQHANFKTFGMAMLTLFRIATGDNWQGILKDTL-RENCDRSINCQRNC 
 
H1_Cav1  1467 GSN--ISYLYFSSFYVLSSFLVSSFWQRLDLRIFDVI----DII-----------------DKIGRIKFDDMVKLLRRISPPLGLGKLCP 
H2_Cav1  1450 GSY--VAYPYFVIFVFLSTFLMLNLFVAVIMDNFKYLTRDKSILGPYHLDHFLHTWAEFDPEASGRIKHQELCTMLCRIPPPLGFGSSCP 
H13_Cav1 1387 GSN--ITYLYFSSFYVLSSFLVINLFVAVIMDNFDYLTRDFSILGPHHLDEFVQAWSFFDPEATGRIKFDDMVKLLRRISPPLGLGKLCP 
H1_Cav2  1349 GSY--VAYPYFVIFVFLSTFLMLNLFVAVIMDNFKYLTRDKSILGPYHLDHFLHTWAEFDPEASGRIKHQELCTMLCRIPPPLGFGSSCP 
H2_Cav2  1451 GSN--ISYLYFSSFYVLSSFLVSSFWQRLDLRIFDVI----DII-----------------DKIGRIKFDDMVKLLRRISPPLGLGKLCP 
H13_Cav2 1339 GSY--VAYPYFVVFVFLSTFLMLNLFVAVIMDNFKYLTRDKSILGPYHLDHFLHTWAEFDPEASGRIKHQELCTLLCRIPPPLGFGSSCP 
H1_Cav3  1765 CSNPILSSLFFVIFVLAAQYVLTNVVVAVLMKHL---------------------------EESDEKENNDLDPGSSSAKESQGLDDGMT 
H2_Cav3  1752 CSNPILSSLFFVIFVLAAQYVLTNVVVAVLMKHL---------------------------EESDEKENNDLDPGSSSAKESQGLDDGMT 
H13_Cav3 1669 CSNPILSSLFFIVFVLAAQYVLTNVVVAVLMRHL---------------------------EESDEKENNDLDLGSSSAKESQGFDDGIT 
 
H1_Cav1  1534 DSTAY--RNLMGMHMPLGTDNNVKFNATIFALVRKQLKIKLDGNLDLRDRELRNIIKRI--WPRTP-NKLLDEIVP----LSLKDNDITI 
H2_Cav1  1538 MRTAY--RRLMKLGIPINGDNTIRFKATLFALIRTSLKIKVREDQHEADAELCQIIRKI--WPQVT-SRTLERILPQ---VEHGARHLTI 
H13_Cav1 1475 DSTAY--RNLMGMHMPLGTDNNVKFNATIFALVRKQLKIKLDGNLDLRDRELRNIIKRI--WPRTP-NKLLDEIVP----LSLKDNDITI 
H1_Cav2  1437 MRTAY--RRLMKLGIPINGDNTIRFKATLFALIRTSLKIKVREDQHEADAELCQIIRKI--WPQVT-SRTLERILPQ---VEHGARHLTI 
H2_Cav2  1518 DSTAY--RNLMGMHMPLGTDNNVKFNATIFALVRKQLKIKLDGNLDLRDRELRNIIKRI--WPRTP-NKLLDEIVP----LSLKDNDITI 
H13_Cav2 1427 TRMAY--RKLMKLGIPINGDNTIRFKATLFALIRNSLEIKVREDQHEADHELCQVIKKI--WPQVT-GRTLERILPQ---VEHGARHLTI 
H1_Cav3  1828 ESNNYYPPGLTDIHLSSNHKN--------LDKIGEDY----TTHQFDQNHTLKSPLPYQNKYARITVSRSITAIVPQKSTLDQAENEVVM 
H2_Cav3  1815 ESNNYYPPGLTDIHLSSNHKN--------LDKIGEDY----TTHQFDQNHTLKSPLPYQNKYARITVSRSITAIVPQKSVLDQAENEVVM 
H13_Cav3 1732 ESNNYYPASSTDIHVPPNNKN--------VSGIGEDLAIYPTKHSYNAN--FSSPISKQNKYARITASRSINLIIANKPCLDQGECEFVL 
 
H1_Cav1  1615 AKIYALLIIRNFIRRRRERQAKQRREQTSNEIQVGIRVLQDLGQTNLRRASGELRSDDDDE-EEDIKTHAKSQFTLRTFNQSLYRFGSSL 
H2_Cav1  1620 GKIYAALIIYEYYKRYKKQQLREEDEQVRMRTKSLFHRFIDVVRTPIRTGAHKDLEIPTEYPTKQQRSKHFHSHSFKIPRPSLRRSRKRD 
H13_Cav1 1556 AKIYALLIIRNFIRRRRERQAKQRREQTSNEIQVGIRVLQDLGQTNLRRASGELRSDDEDEDEEEFRTHANSQYTLKMFNQSFYRFGSSL 
H1_Cav2  1519 GKIYAALIIYEYYKRYKKQQLREEDEQVRMRTKSLFHRFIDVVRTPIRTGAHKDLEIPTEYPTKQLRSKHFHSHSFKIPRPSLRRSRKRD 
H2_Cav2  1599 AKIYALLIIRNFIRRRRERQAKQRREQTSNEIQVGIRVLQDLGQTNLRRASGELRSDDDDE-EEDIKTHAKSQFTLRTFNQSLYRFGSSL 
H13_Cav2 1509 GKIYAAMIIYEYYKQYRKQQLREEDEQVRIRTKSIFHRFIEAVRTPIRTNTHKESDAGIDSHQKHQRSKHFHSHSFKILRPSLRLSRKRD 
H1_Cav3  1906 QDKFQ-------VHDIRTKSSYPLDDHDDVEDQMELTASIHCENRKLHR-QGQNSDDGHPYLQQHSPLFRHQSYESNCHHGSI-----QS 
H2_Cav3  1893 QDKFQ-------VHDIRTKLSYPLDDHDDVEDQMELTASIHCENRKLHR-QGQNSDDGHPYLQQHSPLFRHQSYESNCHHGSI-----QS 
H13_Cav3 1812 EDKFQ-------IHHVRNKSSYISSDESDSNETA--PAMLACGDNQGIR-YRQERKDHDTKCVLSPPVDRHQSQQSNSQRRSI-----QN 
 
H1_Cav1  1704 KINSSSDLASQKSS-SIDSIKNKYCKA--PIVYSSQNTHFS-----EAETPNSVDNRYEVST-----SKDMRHETSQQNKRL-------- 
H2_Cav1  1710 KMKSKHAVSAKPSD-SSVSGENNRSRSLPGLIFESIDDNAGKVQDINLYLANRSSKETDFCIAEVHHEDDEGYLQSEYRNNS-------- 
H13_Cav1 1646 KINSNSDLTSQKSS-SIDSIKNKYCKA--GITQSSHTLNRDHFSDVNAQASNSVVNTCEVTAV----SRNTRCVIGQQGSGV-------- 
H1_Cav2  1609 KMKSKHAVSAKPSD-SSVSGENNRSRSLPGLIFESIDDNAGKVQDINLYLANRSSKETDFCIAEVHHEDDEGYLQSEYRNNTDERNQTLD 
H2_Cav2  1688 KINSSSDLASQKSS-SIDSIKNKYCKA--PIVYSSQNTHFS-----EAETPNSVDNRYEVST-----SKDMRHETSQQNKRL-------- 
H13_Cav2 1599 KMKPKKSVSAKPSD-SSASGENNRSKSLPGLVFESIDDNTGNVLDFGPYPTNRIGKESDFCVAEVHYGNNEDSSSFEYRQNG-ERSQTLD 
H1_Cav3  1983 DFNSFSNLSSDTSSFSENPLKSNNSKDNPTRDRIYTADDLNRILSKKRKSLKR-SNSWDFSFT----SEFSNHRRYPCSKKK-------- 
H2_Cav3  1970 DFNSFSNLSSDTSSFSENPLKSNNSKDNPTRDRIYTADDLNRILSKKRKSLKR-SNSWDFSFT----SEFSNHRRYPCSKKK-------- 
H13_Cav3 1887 DSNYCNNLQPDTSLLSSNQLQSDTCIHNPDRIRLNTADYPHRFLSAKVNLPKR-SSSWNYSST----SSAESYQHHQFSKKN-------- 
 
H1_Cav1  1772 -------------------------------------------------------ELQTFTDSKEGTSRLNE------------------ 
H2_Cav1  1790 ------------------------------------------------------------------------------------------ 
H13_Cav1 1720 ---------------------------------------------------------QSFANSRECPSCLND------------------ 
H1_Cav2  1698 PLLSNRRQGSRFNIYNTSGSNLQPSPLTFEPGRPLHRMIRTTPIGTPKSPQKISIVQSTYNSANNSPTTIHDRYH-SGSANNSNNINGGS 
H2_Cav2  1756 -------------------------------------------------------ELQTFTDSKEGTSRLNE------------------ 
H13_Cav2 1687 PQLAHRRQGSRFNIHNTSGANLQPSPLTFEPGRPLHRMIRTTPIGTPKSPQKISIVQSTYNSANNSPTTIRDHYNGTANLNNNNHTGNNT 
H1_Cav3  2059 ---------------------------------------------------------TIYPFHYPSTKLSKD------------------ 
H2_Cav3  2046 ---------------------------------------------------------TIYPFHYPSTKLSKD------------------ 
H13_Cav3 1963 ----------------------------------------------------------FYPFIYLSGKSTKD------------------ 
 
H1_Cav1  1789 ---------------------------------------------------------GLRNADIPDSGYT-----------KDKDGGIVN 
H2_Cav1  1790 -----------------------------------------------------------------------------------KKIDSNN 
H13_Cav1 1735 ---------------------------------------------------------GTLKVDIPDTGYT-----------KDKDGGIVN 
H1_Cav2  1787 YSPTRNQHQFKLKLQHEDSNDSCTGSLGLRLQKSGSSCGSTDDDLDLNDAIQFNNLQDLLPVDIPDVTISISDSPYGSTDGLDKQYASDL 
H2_Cav2  1773 ---------------------------------------------------------GLRNADIPDSGYT-----------KDKDGGIVN 
H13_Cav2 1777 LSPTRGNHSSKLKLQHEDSNDSITGLPGLRLQKSTSSCGSTDDEYELSDAIPFNNLHELLPIDIPDVTISIPDSPYGSTDGLDKRSPSDN 
H1_Cav3  2074 ---------------------------------------------------------DSTIPDQPMVVIA-----------KEKKVTLPR 
H2_Cav3  2061 ---------------------------------------------------------DSTISDQPMVVIA-----------KEKKVTLPR 



H13_Cav3 1977 ---------------------------------------------------------EYKDSNQPHLIVA------------VNIIYITY 
 
H1_Cav1  1812 KLYGIDIRIQGHQ----------------------------------------------------------------------------- 
H2_Cav1  1797 ------------------------------------------------------------------------------------------ 
H13_Cav1 1758 KLYGIDITNTGPS----------------------------------------------------------------------------- 
H1_Cav2  1877 NGATEYKRLPSNAFWSSVQRNYNKVLSKSSNNSLNNCNGASNLSQDYSNNHTNSTGNNASSRGTNNLHHQRHFSNNHN------STLNHS 
H2_Cav2  1796 KLYGIDITNTGSS----------------------------------------------------------------------------- 
H13_Cav2 1867 NSFSAYPRLPSPS---------------GSNLSPLHQPGDKFISQYFNNTSMNGNTQEYQSNHKNHVSHTSSFMSNNNHRSLPFSNRNGA 
H1_Cav3  2097 KMIQTLV----------------------------------------------------------------------------------- 
H2_Cav3  2084 KMIQTLV----------------------------------------------------------------------------------- 
H13_Cav3 1999 KIFGKYRQLLNED----------------------------------------------------------------------------- 
 
H1_Cav1  1825 GM---------------------------------GPV---------------- 
H2_Cav1  1797 ------------------------------------------------------ 
H13_Cav1 1771 GM--------------------------SSGTIDAGKIQYRRSSFERVSVV--- 
H1_Cav2  1961 GHQSDY--YKNDYNGIRNDDYDELELNRNLMLSNFSFNSDDLTNISKCTAV--- 
H2_Cav2  1809 GNGSGVIDSGSMPYGPYGDTLKTKVSDRINRSTLTGKIHYRKSSFERVSVV--- 
H13_Cav2 1942 AHQSNYDPYRNNYYENYDDDRDSTEFNKNYALSNFSFSQDDVANASKCTAV--- 
H1_Cav3  2103 ------------------------------------------------------ 
H2_Cav3  2090 ------------------------------------------------------ 
H13_Cav3 2011 ------------------TNFGQLEKNLSSKLTIWCPSLLELNNAQFYRIISWL 
 

 

 
 


