
C8orf33

MESDC2

PRPF40A

CLDN1

MED1
CDK8

DTX1

RNF111CHFR

MEX3B

UBE2D3
RNF165

BRD4

YWHAB

KIF1B

SFN

YWHAG

DYRK1A

FAM117B

SIRT1

YWHAE
HIPK2

MAGI1 DBN1

RING1

MYC

DCAF7

RARA SIAH1

FOCAD

XIAP

MAP3K1

RFWD3

RSPRY1

RNF4

CNOT4

MKRN3

FLNA

C7orf25

CRK GRB2

FYN

PIK3R1

ABL1

NCK1

AKAP6

NAP1L1

MAP3K5
CHUK

TRIM21

SREBF1

FOXO1 NMI
WRN

IRF3 CTNNB1

IRF5
FOXO3

NCOA6

NFIAGTF2B

NCOA1

SOX4

CREBBP

STAT5B

KLF1
SREBF1

NFATC2

IFNAR2

SREBF2
HIF1A

FUT9

NCOA3

TSSK3

LDLRAPC

DAXX

MKNK1

KAT2B

RBL1

TSPAN7

GATA2

RPA2

RELAIKBKG

MAFB

MYBL1

SREBF1

CRTC2
MAPK10

KHDRBS1

HTT
CREB1

TP53

AR

MTDH

SRCAP
NCOA2

MEIS1

MCRS1

MED26

UBXN1
FAF2

MED19

USP49

PAIP2

RELA

UBR5

SMARCA4 RUNX1RUVBL1

CBX8

SMAD2
ARID1B

PSMD11

PTN

CDK5RAP2
PTPRS

BMI1

TBRG4

P4HB

CGA
KPNB1

GADD45A
CDC27

ANAPC7

BMI1

MAST3

AKT1

CHGB

PPP2CA

PTEN

PPP1CA

RBBP5
PAGR1

TBPSTAT5A
SMAD9

KDM6A
PTPRS

MLLT3

BAG6

GLYATUBQLN4 CHD3
MAD2L1BP

LUC7L2

SLC7A14

PPP2R1B

CHEK2

PPP2R5E

PPP2CB

CBX5
RACGAP1PPP2R1A

SGOL2
HSPBAP1

GADD45G

SPIN1

CAAP1
SSR1

BMI1

CGA

SUPT7L

SNCAIP

TP53BP2

RB1CC1

YEATS4 SSRP1SSBP2

BAZ1B

TAL1

SKIL
YAF2

CHD4
SMARCE1

RUNX1T1BAZ2A

PBRM1

TDP1

SSBP4
TRIM33

SMAD4

TCF12

SMARCA5

RSF1

ACTL6A

SSBP3

MBD3
LDB1

CBFA2T3

SAP30

CBX3

SUPT16H

TRIM28

CBX1
RIN2

ACTR3B

HSPA4

GAPDH

EPHA3
FTSJ1

FN1

MCM10

UBE2I

KRT4

TNIK USP21

MCC

IKBKE

RANBP9

UCHL1

IQCB1

CCDC14

RAB3C
HNRNPA2B1

HNRNPC
CDC7

MCM2

CDC6

GMNN

ACLY

CDC45

HNRNPU
EPB41

DEAF1

EEF2

SLC4A1

MCM6

PCNA

SNRPB

CRELD2

PRKCA

SNRPA

TUBB4BAURKA

CDK4

ZEB1

ORC4

CDK6

MTR

HAUS1

TDRD7

PDCD6
USP26

MMRN1
MCM5

ACTG1

MYL12A

HSP90AB1

ORC5

HSP90AA1

LGALS3BP

USP9X

HSPA8

UBE2D1

SNRPF
RCN2

UBE2L6

DHX9

SLC1A5

CAD

BAG5

NOP2

UBE2D4

UBE4B

HLA-B

RUVBL2

HSPA9

MAGI3ANXA6
TRIM26 KRT8

BIRC8
PVR

OCLN

RNF25
KRT10

VIM

MID1

PRKAB1

TUBB4A

CDH5

RNF38
GJD3

PLEC
SPTAN1

KRT1
CGN

KBTBD7

TUBB

CDC42BPB

WWTR1

VMP1

CHM

TJP1

GJA1

ACTB

IKBKB

SPTAN1

CFTR

ACTN4

TUBA1A TUBB

VHL TUBA1C

CDKN2A EIF1B

ATG5

SMARCA2

CBFA2T2

LYL1

TCF4

CDK9

TRIM24

Group 3  vs normal cerebellum LogFC
-1-2.67 1 1.8502.29-2.13 -1 10

Group 4  vs normal cerebellum LogFC

RUNX1T1

SSBP3

YEATS4

TAL1

CDK9

CBX8
RSF1

RB1CC1

TCF12 SMARCA5

MBD3

TRIM28

BAZ1B

SSBP2SKIL

SSRP1

TRIM24

IQCB1

KRT1

RAB3C
ACTB

EIF6

UCHL1

SMARCA4

RUNX1

SMARCA2

RUVBL1

TBP

SMAD2

NFIA

SAP30 CBFA2T2

BAZ2A

SSBP4

TDP1
CHD4

LDB1

SMARCE1

SUPT16H

SMAD4

CBX3

ACTL6A

PBRM1

MCRS1

FAF2

CCDC14

USP21

CBX1

MED26MED19

UBXN1USP49

RELAUBR5SUMO3

ARID1B

RELB
GABARAPL1

TJP1

TCF4 YAF2

CBFA2T3
LYL1

TRIM33

GATA2
IRF3

WRN
RPA2

IFNAR2

NCOA6

AR
NAP1L1

STAT5B

RBBP5

TRIM21

MAPK10

SRCAP

KHDRBS1

NMI

NCOA2 SREBF1

LDLR

GTF2B

FOXO3

RELA

HIF1A

DAXX

SREBF1

HTT

IKBKG

CHUK

MAFB

MEIS1

SREBF2

CTNNB1

NFATC2

NCOA1

MKNK1

TP53 KLF1

APC

FOXO1

CREB1

SOX4

CRTC2

IRF5

KAT2B

MTDH

NCOA3

SREBF1

MAP3K5

MYBL1

CREBBP

HNRNPU ACTR3BFTSJ1

ORC5 SLC4A1 USP26 AURKA

ACLY

EPHA3

MYL12A

EIF1B
MCC

KRT4

UBE2I

ATG5

IKBKE

MCM10 PCNA
CDC6

CDK4

CRELD2

TUBB4B

CDKN2A

ACTN4

HSP90AB1

TUBA1C
HSPA6

HSP90AA1

TUBB

RUVBL2

ACTG1

TDRD7
HNRNPC

MCM2
HAUS1

EEF2 CDK6

GMNN

ZEB1

MCM5

DEAF1

SNRPB

RIN2

CDC7

CDC45

MMRN1

MTR
HNRNPA2B1

SNRPA MCM6

EPB41

FN1

PRKCA

GAPDH

ORC4

PDCD6
HSPA4

TRIM31

RMND5B
RFWD3

UFL1 CNOT4

PRKAB1MEX3B

RNF165

MKRN3 RPL28

DBN1SIAH1

UBE2D3

RPLP2

CADLGALS3BP

TRAF2

MARS

RPS27

CCT6A
RPS14

SSR4

SNRPF

MAP3K1

RARA

NOP2

CCT3

DCAF7

ESR1

HNRNPM

CCT8

RPL18

MYC

DHX9

FAM117B

MAGI3

ANAPC7

BMI1

PRDX1

DYRK1A
IKBKB

MAST3

PTEN

SGOL2

UTP14A

SIRT1

STAT5A

SMAD9

AKT1

KDM6A

HLA-B

HSPA9

TUBA1A

VHL

HSPA8
SLC1A5

UBE4B

GADD45G

EVA1A

CDK5RAP2

STC2

CHD3

BLOC1S1

TAC3

TOMM20

BMI1

TBRG4
SGSM2

SSR1

PPP2CA
HSPBAP1

PTPRS PPP2R1B

GADD45A

CGA

CSTA

PSMD11

P4HB
SUPT7L

LUC7L2

BCL2L1

PMF1

BMI1

MAD2L1BP CGA

UTP3
DUSP12

BAG6

PPP2R1A

FUT9

RACGAP1

PRMT5

CHEK2

TSSK3

PPP2R5E

PPP2CB

CBX5

SRGAP2

CHFR

AKAP6

MED1

ABL1 NCK1 BRD4

MAGI1

SFN

CAAP1

ARIH2

TP53BP2

PRPF40A

SPIN1

PTN

a b

-2.21 -2.470-1 1

SHH  vs normal cerebellum LogFC

MCM10
MTR

CDC45
GMNN

SLC4A1CDC6

MYL12A

DEAF1

HNRNPC
ACLY

RIN2

CDK4 ORC5

CDC7 SNRPB

FTSJ1MCM6 TDRD7

FN1
HSPA4

ACTB

ACTN4

TUBA1C

CDKN2A

CDK6

HNRNPU

CRELD2 PCNA

EEF2
PDCD6

HAUS1
MCM5

MMRN1

EPHA3

HNRNPA2B1 ZEB1

PRKCA

MCM2

AURKA

USP26

CTBP1

SFN

DYRK1A

MAGI1

FAM117B

MYC

YWHAE

DCAF7

CLDN1

PRPF40A

BRD4

RPL35

UBE2L6

ARRB1 CCT5

EPPK1

NCL

BAG2
MAP2K4

DHX9

HNRNPM

KDM6APPP2R5E

CHEK2

SGOL2

PAGR1

DPY30RACGAP1 RBBP5

RBL1

PRMT5

TSPAN7

CAD

RPL37A

RPS4X

RPLP0P6

CDC37

CCT4

HSPA6CCT6A

MAP3K1

RPS11

RARA

CCT3

SLC1A5
ESR1

UBE2I

HLA-B

RAB3C
VHL UBE4B

IQCB1 UBB

HSP90AB1

HSP90AA1

EIF1B

MCC

TUBA1A

IKBKE
HSPA8

RUVBL2

TUBB

TJP1

ACTG1

HSPA9

ANXA6

KRT10WWTR1

NEDD4 HSPA5

STK25

RNF130

UBE2D3

RSPRY1

MEX3B

TRIM35

MAGI3

USP21

UCHL1

EIF6

CCDC14

ATG5

GAPDH

EPB41
TUBB4B

ACTR3B

ORC4

SNRPA

PDCD5

RNF166

RFWD3

RPL28

ARRB2

SRGAP2

UBR5

UBXN1 MED19

PAIP2

USP49

UBE2E1

MCRS1

FAF2

RELA

UBXN7

TP53

MYBL1RELA SOX4
NMI

WRN

PTENUHRF2

ANAPC7

ANAPC4UTP14A
BMI1

IKBKB

ACTL6A

SMARCE1

TRIM33

CBX8
CBFA2T2

SAP30

SKIL
SSRP1

SMAD4

TRIM28

TCF12

ARID1B
SMARCA4

SMARCA5

BAZ1B

MKRN3

BFAR RNF181

TRIM31

TRIM27

SIAH1

UBA52

DBN1
RPLP1

CHD4PBRM1
TDP1

SUPT16H

CBX3

TRIM24

BAG5

UBE2D4

BRAF

RPS27

RPL13

VIM

TUBB4A

FLNA
TUBB8

SSR4

SLC25A6

FKBP5

DDB1 FASN

LGALS3BPAIFM1AXIN1

SLC25A5

RPS27L

RPL30

HIST4H4

EEF1A2
TRAF2

RPS6

CCT8

MYO1D

UBC

RPL3

DNAJA3

RPS23

TIMM50

SNRPF

RPL7

MAP2K1

IRS4
HSPA1L

RPL10

RPLP2

TUBA3D TUBB2B

HSPBP1 TCP1

RCN2

GEMIN4
MARS

RPL10A

UBE2D1

MYLK2
CALM3

RPL18

RPS9 TUBB6
USP9X

HSPH1

GLUD1

RPL35A

HSP70-1

RPS14

RPS16

UBE2D2

MAP2K7

NOP2

MAP4K2

UBE2W

RPS13

RPS8

MYH10

HADHA

FLNB
RPL24

RPL14

HADHB

DNAJA1

RPL4

PMF1

TBRG4

TAC3

BLOC1S1

APOBEC3G

HSPBAP1

KPNB1

CAAP1BMI1 GNB2L1

LUC7L2

EIF3F

PTN

PTPRS BARD1 TP53BP2

RUVBL1CREBBP
CRTC2

NFIATBP

IRF3 KHDRBS1RPA2

NAP1L1

KLF1

DAXX

P4HB

BMI1

MAD2L1BP

PTPRS

GLYAT

GADD45A

SLC25A36

BAG6

c

Supplementary Figure S2: Local protein interaction network representing the significantly 
over-expressed druggable proteins for (a) Group 4, (b) Group 3 and (c) SHH MB.  CIS-
derived candidate cancer genes are represented by large circles, whilst small circles 
represent the proteins that interact with these CI-derived cancdidates.  Nodes coloured 
in red-light red represent significantly over-expressed proteins, whilst blue-light blue 
represent significantly under-expressed proteins of that respective subgroup. 




