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S8 Fig. Amino acid alignments of heavy chain variable regions for each CON-S
autologous neutralizing antibody clonal lineage. Amino acids for (A) DH840, (B)
DH842, (C) DH845, and (D) DH846 lineages are shown. Periods indicate the presence of
identical amino acids at that position. UCAs were inferred with Cloanalyst using the 2017
macaque reference library.





