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Supplementary Table 

 

Supplementary Table S1. GO and KEGG enrichment analysis of the nine 

differentially expressed drug-target genes. 

 

Category Term FDR GC* Gene ID 

GO-BP 
GO:0006979~response to oxidative stress 0.000314789 5 BCL2/TXNRD1/JUN/AKT1/PML 

GO:0009314~response to radiation 0.000314789 5 BCL2/KIT/JUN/AKT1/PML 

 

 

KEGG 

hsa04722: Neurotrophin signaling pathway 0.003836 3 BCL2/JUN/AKT1 

hsa04210: Apoptosis 0.003836 3 BCL2/JUN/AKT1 

hsa04915: Estrogen signaling pathway 0.003836 3 BCL2/JUN/AKT1 

hsa04010: MAPK signaling pathway 0.01463 3 KIT/JUN/AKT1 

hsa04151: PI3K-Akt signaling pathway 0.017499 3 BCL2/KIT/AKT1 

GC*: Gene count 

 


