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Figure S4  Heatmap of the selected features  
(A) Heatmaps showing the expression level of the selected proteins from proteomics and  
pep�des from pep�domics by single-omics analysis. (B) Heatmap showing the expression  
level of the selected features for component 2–4 of mul�-omics analysis. Expression values  
were z-normalized per row.  


