
Figure S4. Cho, Xi et al.

ST

Slide-Seq

N O

M

L

n
U

M
I

p
e
r 

P
ix

e
l

n
U

M
I

p
e
r 

μ
m

2

n
G

e
n
e

p
e
r 

P
ix

e
l

n
G

e
n
e

p
e
r 

μ
m

2

0: PP 1: PC

F 0: Periportal (PP)

1: Pericentral (PC) G

tile: 2106

0: Periportal (PP)

1: Pericentral (PC)

tile: 2107

tile: 2104 tile: 2105

H
Drop-Seq

Drop-Seq

MARS-Seq

MARS-Seq

Seq-Scope

Seq-Scope

Top50 PC-expressed genes

Top50 PP-expressed genes

Using Top 50 PC/PP genes

From Drop-Seq

Using Top 50 PC/PP genes

From MARS-Seq
I

tile: 2107 tile: 2107

CV

PV

PV PV

CV

CV

PV

PV

CV

PV

CV

PV

CV

0: PP

1: PC

0: PP

1: PC

0: PP

1: PC

0: PP

1: PC

S
e
q
S

c
o
p
e

Drop-seq

S
e
q
S

c
o
p
e

Bulk RNA-seq

S
e
q
S

c
o
p
e

MARS-seq

D
ro

p
-s

e
q

M
A

R
S

-s
e
q

Bulk RNA-seq Bulk RNA-seq

A B C D E

J

Cutoff: 250

P R

Normal Liver Dataset

from Tissue-overlaid Tiles 

21
02

21
03

21
04

21
05

21
06

21
07

Normal Liver Dataset

after 250Feature cutoff

21
02

21
03

21
04

21
05

21
06

21
07

Mean = 723

Med = 676

Q S

T U

V

200 μm

Pearson Correlation: 0.9124 Pearson Correlation: 0.8849 Pearson Correlation: 0.7365 Pearson Correlation: 0.9111 Pearson Correlation: 0.7692

tile: 2104 tile: 2105

tile: 2106 tile: 2107

Zonation – Continuous Scale

(UMAP1 − UMAP2)

PP

PC

K


