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Bootstrap analysis to test the effect of sample size on the observed correlation in representations 
between the two strains (Figure 4, panels B-D). Specifically, we repeated the analysis on set 1 (Figure 4B), 
with sample sizes equal to those available in datasets 2 (Figure 4C) and 3 (Figure 4D). Specifically, we 
repeatedly sampled a subset of neurons out of the total number available in stimulus set 1, and then 
recalculated the correlation based on the smaller sample. We did this for the sample sizes available in sets 
2 and 3, 1000 times for each those sample sizes (in each of the 1000 iterations a different subset of 
neurons tested with stimulus set 1 was taken), for each of the 4 distances metrics (including those 
presented only in Additional File 3). The results are shown below. When 190 C57 neurons, and 73 BC 
neurons are taken, and when we consider the correlation distance measure (the same metric used in 
Figure 4), we see that the mean correlation drops to 0.7 (from 0.81 initially), while only in about 75% of 
the cases are the correlations significant at the 5% level. This is clearly above the 5% expected under the 
null hypothesis of no correlation, but implies that with a smaller sample size, there is indeed a realistic 
chance to underestimate the correlation and its significance. The correlations values and the frequency 
of significant correlations is even lower when using the sample size of stimulus set 3 (80 and 161 neurons). 
This analyses supports (but definitely does not prove) the statement that one potential reason for the 
smaller correlation observed in stimulus set 3 is the smaller sample size.  
 



 
 
 



 


