Signaling pathway

Response to cold

Regulation of signaling process
Protein amino acid phosphorylation
Potassium ion transport
Microtubule-based movement:
Macromolecule biosynthetic process
Homeostatic process

Hexose metabolic process

GPCR protein signaling pathway
Gene expression

Chromatin organization

Protein Ser/Thr phosphatase complex:
Cytoskeleton
Chromosome

Zinc ion binding

Structural molecule activity:
Signal transducer activity
Pyrophosphatase activity
Protein Ser/Thr kinase activity
Nucleic acid binding

Heat shock protein binding
GAPDH activity

Enzyme regulator activity
Channel activity

ATP binding
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