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Figure S2. Breakpoint location. Red lines indicate breakpoints. The numbers with # are the same as in
Table S1. The letter after the number shows which side of the breakpoint. CpG islands, DNases Clusters,
Transcripts Factor Chip E3, and Vista Enhancers were referred from the UCSC Genome browser
(https://genome.ucsc.edu/)



	Supplementary Materials_revised 4
	Supplementary Materials_revised 5
	Supplementary Materials_revised 6
	Supplementary Materials_revised 7
	Supplementary Materials_revised 8
	Supplementary Materials_revised 9
	Supplementary Materials_revised 10

