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*HumanMethylation EPIC arrays
*BIMQ normalization

*Remove cross-reactive probes aligning to multiple loci, probes with
(European) SNP within 5 bp and meQTLs

*Promoter Associated CpGs (TSS1500, TSS200, 5’UTR)

*Remove CpGs with detection p-value>0.05 in any sample

*Remove CpGs with standard deviation < 0.05
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