807-S-26 alignment
SARS-CoV-2 amino acid position 807 832
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NC_045512.2;YP_009724390.1 (SARS-CoV-2)
MN996532.1,QHR63300.2 (Bat CoV RaTG13)
MT040333.1;QIA48614.1 (Pangolin CoV)
NC_004718.3;NP_828851.1(SARS-CoV)
NC_019843.3;YP_009047204.1 (MERS-CoV)
NC_006577.2;YP_173238.1 (HCoV-HKU1)
NC_006213.1;YP_009555241.1 (HCoV-OC43)
NC_005831.2;YP_003767.1 (HCoV-NLG3)
NC_002645.1;NP_073551.1(HCoV-229E)
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1140-S-25 alignment
SARS-CoV-2 amino acid position 1140 1164
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NC_045512.2;YP_009724390.1(SARS-CoV-2) SFKIEBEEEDKYFKNHTSPDV
MN996532.1;QHR63300.2 (Bat CoV RaTG13) SFKIEEEIEDKYFKNHTSPDV
MT040333.1;QIA48614.1(Pangolin CoV) SFKIEBEEEDKYFKNHTSPDV
NC_004718.3;NP_828851.1(SARS-CoV) SFKIEEEIELDKYFKNHTSPDV
NC_019843.3;YP_009047204.1(MERS-CoV) DFQDEMDEFFKNVSTSIP
NC_006577.2;YP_173238.1(HCoV-HKU1) DFESEMESHWFKNQTS I AP
NC_006213.1;YP_009555241.1(HCoV-OC43) DFKEEMNDQWFKNQTSVAP
NC_005831.2;YP_003767.1(HCoV-NL6G3) EFAQNBPKYVKP------
NC 002645.1:NP_073551.1(HCoV-229E) T IVPEBIY IDVN--=-=-=-=== == -KTL-=---- QEESYKLPNYTVPD-



