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Supplementary

Figure S1 Three-dimensional (3D) structures of MSX1 and MSX2 were performed with the SWISS-MODEL expert system for protein 
structure modeling (https://swissmodel.expasy.org) to evaluate the biological function of MSX transcription factors (26-30), protein models 
generated by SWISS-MODEL are licensed under the CC BY-SA 4.0 Creative Commons Attribution-ShareAlike 4.0 International License 
(https://creativecommons.org/licenses/by-sa/4.0/).
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