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Discontinued intervention (n=4)

Refused to continue (n=4)
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Lost to follow-up (n=11)
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Supplementary Figure 1. Participant Flowchart*

*This flowchart was cited from Sacks, Frank M et al. NEJM, 2009; de Souza et al. AJCN. 2012.
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DEXA not completed (n=59)
Discontinued intervention (n=4)

Refused to continue (n=4)
Withdrew due to illness (n=0)

Attended M24 visit but not DEXA scan (n=31)
Lost to follow-up (n=24)

DEXA not completed (n=34)
Discontinued intervention (n=3)
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Withdrew due to illness (n=1)
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Randomized 
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