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Supplementary Figure S1. PCA by WHO LRTI
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Supplementary Figure S3. MCODE analysis
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Supplementary Figure S3. MCODE analysis

B. protein ubiquitination
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C. blood coagulation
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E. chemotaxis

VAPA

FPR1

ANXA1

HCAR2

GNG10

ARL8A

P2RY13

LPAR2

TAS2R40
LRMP

LAMP2
ATP11B

GNG5

CXCR2

CXCR1

GLIPR1

GNAI3

RAB3D

CD63

GNB2

CXCR4

C5AR1

CXCL16

BRI3

CCR1

NFAM1



Supplementary Figure S3. MCODE analysis

F. cytokine production
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H. T cell receptor signaling
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J. glycolysis
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K. G protein-coupled receptor signaling
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O. RNA catabolic process
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P. protein localization
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Q. toll-like receptor signaling
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R. MAPKKK cascade
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