Supplementary Figure S1. PCA by WHO LRTI
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Supplementary Figure S1. PCA by year of enrollment
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Supplementary Figure S1. PCA by hospital
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Supplementary Figure S1. PCA by sex
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Supplementary Figure S1. PCA by age
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Supplementary Figure S3. MCODE analysis

A. rRNA processing




Supplementary Figure S3. MCODE analysis

B. protein ubiquitination
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Supplementary Figure S3. MCODE analysis

C. blood coagulation

o
MCEMP1 o (
o , LAM/%ORS eﬂ/ 8B4
TMBIM1 SN

LAMTORT gcag - AP

AR IR It K

CKAP4 — .CD5BY i kot
X X5 \‘.v: : N AR NI / LA

&  ceacAaws

‘ SL(;?5A4

SNAP23



Supplementary Figure S3. MCODE analysis

D. RNA splicing
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Supplementary Figure S3. MCODE analysis

E. chemotaxis
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Supplementary Figure S3. MCODE analysis

F. cytokine production
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Supplementary Figure S3. MCODE analysis

G. lymphocyte proliferation
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Supplementary Figure S3. MCODE analysis

H. T cell receptor signaling ®)
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Supplementary Figure S3. MCODE analysis

l. cell cycle
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Supplementary Figure S3.

J. glycolvsis

o
TALDO1

TKT

MCODE analysis
O
PFKP
o
PFKL

HK3

PFKFB3

PFKFB4



Supplementary Figure S3. MCODE analysis
K. G protein-coupled receptor signaling
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Supplementary Figure S3. MCODE analysis

L. T-helper 2 (Th2) cell differentiation
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Supplementary Figure S3. MCODE analysis

M. ATP synthesis coupled proton transport
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Supplementary Figure S3. MCODE analysis

N. Regulation of IL-2 production
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Supplementary Figure S3. MCODE analysis

O. RNA catabolic process
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Supplementary Figure S3. MCODE analysis

P. protein localization
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Supplementary Figure S3. MCODE analysis

Q. toll-like receptor signaling
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Supplementary Figure S3. MCODE analysis

R. MAPKKK cascade
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