RACK LAYOUT FOR SYNTHESIS :

31751 : Rack A

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
1 9 17 25 33 a1 49 57 65 73 81 89
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
2 10 18 26 34 42 50 58 66 74 82 920
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
3 1 19 27 35 43 51 59 67 75 83 91
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
4 12 20 28 36 44 52 60 68 76 84 92
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
5 13 21 29 37 45 53 61 69 77 85 93
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
6 14 22 30 38 46 54 62 70 78 86 94
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
7 15 23 31 39 a7 55 63 71 79 87
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
8 16 24 32 40 48 56 64 72 80 88
1:orflpp-1 MESLVPGFNEKTHVQ 33:orflpp-33 WNTKHSSGVTRELMR 65 : orflpp-65 MKCDHCGETSWQTGD
2:orflpp-2 PGFNEKTHVQLSLPV 34 :orflpp-34 SSGVTRELMRELNGG 66 : orflpp-66 CGETSWQTGDFVKAT
3:0rflpp-3 KTHVQLSLPVLQVRD 35:orflpp-35 RELMRELNGGAYTRY 67 :orflpp-67 WQTGDFVKATCEFCG
4:orflpp-4 LSLPVLQVRDVLVRG 36 :orflpp-36 ELNGGAYTRYVDNNF 68 :orflpp-68 FVKATCEFCGTENLT
5:0rflpp-5 LQVRDVLVRGEGDSV 37 : orflpp-37 AYTRYVDNNFCGPDG 69 :orflpp-69 CEFCGTENLTKEGAT
6:o0rflpp-6 VLVRGFGDSVEEVLS 38 :orflpp-38 VDNNFCGPDGYPLEC 70 :orflpp-70 TENLTKEGATTCGYL
7 :orflpp-7 FGDSVEEVLSEARQH 39 :orflpp-39 CGPDGYPLECIKDLL 71 :orflpp-71 KEGATTCGYLPQNAV
8:orflpp-8 EEVLSEARQHLKDGT 40 :orflpp-40 YPLECIKDLLARAGK 72 :orflpp-72 TCGYLPQNAVVKIYC
9:o0rflpp-9 EARQHLKDGTCGLVE 41 :orflpp-41 IKDLLARAGKASCTL 73:orflpp-73 PONAVVKIYCPACHN
10 : orflpp-10 LKDGTCGLVEVEKGV 42 :orflpp-42 ARAGKASCTLSEQLD 74 :orflpp-74 VKIYCPACHNSEVGP
11 :orflpp-11 CGLVEVEKGVLPQLE 43 :orflpp-43 ASCTLSEQLDFIDTK 75:orflpp-75 PACHNSEVGPEHSLA
12 :orflpp-12 VEKGVLPQLEQPYVF 44 :orflpp-44 SEQLDFIDTKRGVYC 76 :orflpp-76 SEVGPEHSLAEYHNE
13 :0rflpp-13 LPQLEQPYVFIKRSD 45:orflpp-45 FIDTKRGVYCCREHE 77 :orflpp-77 EHSLAEYHNESGLKT
14 : orflpp-14 QPYVFIKRSDARTAP 46 :orflpp-46 RGVYCCREHEHEIAW 78 :orflpp-78 EYHNESGLKTILRKG
15:o0rflpp-15 IKRSDARTAPHGHVM 47 : orflpp-47 CREHEHETIAWYTERS 79 :orflpp-79 SGLKTILRKGGRTIA
16 : orflpp-16 ARTAPHGHVMVELVA 48 :orflpp-48 HEIAWYTERSEKSYE 80:orflpp-80 ILRKGGRTIAFGGCV
17 : orflpp-17 HGHVMVELVAELEGI 49 :orflpp-49 YTERSEKSYELQTPF 81 :orflpp-81 GRTIAFGGCVFSYVG
18 : orflpp-18 VELVAELEGIQYGRS 50 :orflpp-50 EKSYELQTPFEIKLA 82:orflpp-82 FGGCVEFSYVGCHNKC
19 :orflpp-19 ELEGIQYGRSGETLG 51 :orflpp-51 LQTPFEIKLAKKEDT 83:orflpp-83 FSYVGCHNKCAYWVP
20 : orflpp-20 QYGRSGETLGVLVPH 52 :orflpp-52 EIKLAKKFDTFNGEC 84 :orflpp-84 CHNKCAYWVPRASAN
21 :orflpp-21 GETLGVLVPHVGEIP 53 :orflpp-53 KKFDTFNGECPNEFVE 85:orflpp-85 AYWVPRASANIGCNH
22 :orflpp-22 VLVPHVGEIPVAYRK 54 :orflpp-54 FNGECPNFVFPLNST 86 :orflpp-86 RASANIGCNHTGVVG
23 :orflpp-23 VGEIPVAYRKVLLRK 55:orflpp-55 PNFVFPLNSIIKTIQ 87 :orflpp-87 IGCNHTGVVGEGSEG
24 :orflpp-24 VAYRKVLLRKNGNKG 56 :orflpp-56 PLNSIIKTIQPRVEK 88:orflpp-88 TGVVGEGSEGLNDNL
25:o0rflpp-25 VLLRKNGNKGAGGHS 57 :orflpp-57 IKTIQPRVEKKKLDG 89 :orflpp-89 EGSEGLNDNLLEILQ
26 : orflpp-26 NGNKGAGGHSYGADL 58 :orflpp-58 PRVEKKKLDGFMGRI 90 :orflpp-90 LNDNLLEILQKEKVN
27 i orflpp-27 AGGHSYGADLKSFDL 59:orflpp-59 KKLDGFMGRIRSVYP 91 :orflpp-91 LEILQKEKVNINIVG
28 : orflpp-28 YGADLKSFDLGDELG 60 : orflpp-60 FMGRIRSVYPVASPN 92 :orflpp-92 KEKVNINIVGDFKLN
29 :orflpp-29 KSFDLGDELGTDPYE 61 :orflpp-61 RSVYPVASPNECNOM 93 :orflpp-93 INIVGDFKLNEEIAT
30 :o0rflpp-30 GDELGTDPYEDFQEN 62 :orflpp-62 VASPNECNQMCLSTL 94 :orflpp-94 DFKLNEEIAIILASF
31:orflpp-31 TDPYEDFQENWNTKH 63 :orflpp-63 ECNQMCLSTLMKCDH
32:0rflpp-32 DFQENWNTKHSSGVT 64 :;orflpp-64 CLSTLMKCDHCGETS
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RACK LAYOUT FOR SYNTHESIS :

31751 : Rack B

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
95 103 111 119 127 135 143 151 159 167 175 183
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
96 104 112 120 128 136 144 152 160 168 176 184
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
97 105 113 121 129 137 145 153 161 169 177 185
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
98 106 114 122 130 138 146 154 162 170 178 186
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
99 107 115 123 131 139 147 155 163 171 179 187
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
100 108 116 124 132 140 148 156 164 172 180 188
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
101 | 109 | 117 | 125 | 133 | 141 | 149 | 157 | 165 | 173 | 181
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
102 | 110 | 118 | 126 | 134 | 142 | 150 | 158 | 166 | 174 | 182
95: orflpp-95 EEIAIILASFSASTS 127 : orflpp-127 : LEEKFKEGVEFLRDG 159 :orflpp-159 : LEIKDTEKYCALAPN
96 : orflpp-96 ILASFSASTSAFVET 128 : orflpp-128 : KEGVEFLRDGWEIVK 160 : orflpp-160 : TEKYCALAPNMMVTN
97 : orflpp-97 SASTSAFVETVKGLD 129 : orflpp-129 : FLRDGWEIVKFISTC 161 :orflpp-161 : ALAPNMMVTNNTETL
98 : orflpp-98 AFVETVKGLDYKAFK 130 : orflpp-130 : WEIVKFISTCACEIV 162 :orflpp-162 : MMVTNNTFTLKGGAP
99 : orflpp-99 VKGLDYKAFKQIVES 131 : orflpp-131 : FISTCACEIVGGQIV 163 :orflpp-163 : NTFTLKGGAPTKVTF
100 : orflpp-100 : YKAFKQIVESCGNFK 132 :orflpp-132 : ACEIVGGQIVTCAKE 164 :orflpp-164 : KGGAPTKVTFGDDTV
101 : orflpp-101 QIVESCGNFKVTKGK 133 : orflpp-133 GGQIVTCAKEIKESV 165 : orflpp-165 TKVTFGDDTVIEVQG
102 : orflpp-102 : CGNFKVTKGKAKKGA 134 :orflpp-134 : TCAKEIKESVQTFFK 166 :orflpp-166 : GDDTVIEVQGYKSVN
103 : orflpp-103 : VTKGKAKKGAWNIGE 135 :orflpp-135 : IKESVQTFFKLVNKF 167 : orflpp-167 : IEVQGYKSVNITFEL
104 : orflpp-104 AKKGAWNIGEQKSIL 136 : orflpp-136 QTFFKLVNKFLALCA 168 : orflpp-168 YKSVNITFELDERID
105 : orflpp-105 : WNIGEQKSILSPLYA 137 :orflpp-137 : LVNKFLALCADSIII 169 :orflpp-169 : ITFELDERIDKVLNE
106 : orflpp-106 : QKSILSPLYAFASEA 138 :orflpp-138 : LALCADSIIIGGAKL 170:orflpp-170 : DERIDKVLNEKCSAY
107 : orflpp-107 : SPLYAFASEAARVVR 139 :orflpp-139 : DSITIGGAKLKALNL 171:orflpp-171 : KVLNEKCSAYTVELG
108 : orflpp-108 : FASEAARVVRSIFSR 140 :orflpp-140 : GGAKLKALNLGETFV 172 :orflpp-172 : KCSAYTVELGTEVNE
109 : orflpp-109 : ARVVRSIFSRTLETA 141 :orflpp-141 : KALNLGETFVTHSKG 173 :o0rflpp-173 : TVELGTEVNEFACVV
110 : orflpp-110 : SIFSRTLETAQNSVR 142 :orflpp-142 : GETFVTHSKGLYRKC 174 :orflpp-174 : TEVNEFACVVADAVI
111 :o0rflpp-111 : TLETAQNSVRVLOKA 143 :orflpp-143 : THSKGLYRKCVKSRE 175:orflpp-175 : FACVVADAVIKTLQP
112 : orflpp-112 : ONSVRVLQKAAITIL 144 :orflpp-144 : LYRKCVKSREETGLL 176 :orflpp-176 : ADAVIKTLQPVSELL
113 : orflpp-113 : VLQKAAITILDGISQ 145 :orflpp-145 : VKSREETGLLMPLKA 177 :orflpp-177 : KTLQPVSELLTPLGI
114 : orflpp-114 : AITILDGISQYSLRL 146 :orflpp-146 : ETGLLMPLKAPKEII 178 :orflpp-178 : VSELLTPLGIDLDEW
115:0rflpp-115 DGISQYSLRLIDAMM 147 : orflpp-147 MPLKAPKEIIFLEGE 179 :orflpp-179 TPLGIDLDEWSMATY
116 : orflpp-116 : YSLRLIDAMMFTSDL 148 :orflpp-148 : PKEIIFLEGETLPTE 180 :orflpp-180 : DLDEWSMATYYLFDE
117 : orflpp-117 : IDAMMFTSDLATNNL 149 :orflpp-149 : FLEGETLPTEVLTEE 181 :orflpp-181 : SMATYYLFDESGEFK
118 : orflpp-118 : FTSDLATNNLVVMAY 150 :orflpp-150 : TLPTEVLTEEVVLKT 182 :orflpp-182 : YLFDESGEFKLASHM
119 : orflpp-119 : ATNNLVVMAYITGGV 151 :orflpp-151 : VLTEEVVLKTGDLQP 183 :orflpp-183 : SGEFKLASHMYCSFY
120 : orflpp-120 : VVMAYITGGVVQLTS 152 :orflpp-152 : VVLKTGDLQPLEQPT 184 : orflpp-184 : LASHMYCSFYPPDED
121 : orflpp-121 : ITGGVVQLTSQWLTN 153 :orflpp-153 : GDLQPLEQPTSEAVE 185:0rflpp-185 : YCSFYPPDEDEEEGD
122 : orflpp-122 : VQLTSQWLTNIFGTV 154 : orflpp-154 : LEQPTSEAVEAPLVG 186 :0rflpp-186 : PPDEDEEEGDCEEEE
123 :orflpp-123 : QWLTNIFGTVYEKLK 155:orflpp-155 : SEAVEAPLVGTPVCI 187 : orflpp-187 : EEEGDCEEEEFEPST
124 : orflpp-124 : IFGTVYEKLKPVLDW 156 :orflpp-156 : APLVGTPVCINGLML 188 :orflpp-188 : CEEEEFEPSTQYEYG
125 orflpp-125 : YEKLKPVLDWLEEKF 157 : orflpp-157 : TPVCINGLMLLEIKD
126 : orflpp-126 : PVLDWLEEKFKEGVE 158 : orflpp-158 : NGLMLLEIKDTEKYC
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RACK LAYOUT FOR SYNTHESIS :

31751 : Rack C

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
189 | 197 | 205 | 213 | 221 | 229 | 237 | 245 | 253 | 261 | 269 | 277
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
190 | 198 | 206 | 214 | 222 | 230 | 238 | 246 | 254 | 262 | 270 | 278
c1 c2 c3 c4 C5 Ccé c7 cs c9 c10 c11 c12
191 | 199 | 207 | 215 | 223 | 231 | 239 | 247 | 255 | 263 | 271 | 279
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
192 | 200 | 208 | 216 | 224 | 232 | 240 | 248 | 256 | 264 | 272 | 280
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
193 | 201 | 209 | 217 | 225 | 233 | 241 | 249 | 257 | 265 | 273 | 281
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
194 | 202 | 210 | 218 | 226 | 234 | 242 | 250 | 258 | 266 | 274 | 282
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
195 | 203 | 211 | 219 | 227 | 235 | 243 | 251 | 259 | 267 | 275
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
196 | 204 | 212 | 220 | 228 | 236 | 244 | 252 | 260 | 268 | 276
189 : orflpp-189 FEPSTQYEYGTEDDY 221 : orflpp-221 GSCVLSGHNLAKHCL 253 : orflpp-253 GNLHPDSATLVSDID
190 : orflpp-190 QYEYGTEDDYQGKPL 222 : orflpp-222 SGHNLAKHCLHVVGP 254 : orflpp-254 DSATLVSDIDITFLK
191 : orflpp-191 TEDDYQGKPLEFGAT 223 : orflpp-223 AKHCLHVVGPNVNKG 255 : orflpp-255 VSDIDITFLKKDAPY
192 : orflpp-192 QGKPLEFGATSAALQ 224 : orflpp-224 HVVGPNVNKGEDIQL 256 : orflpp-256 ITFLKKDAPYIVGDV
193 : orflpp-193 : EFGATSAALQPEEEQ 225:orflpp-225 : NVNKGEDIQLLKSAY 257 : orflpp-257 KDAPYIVGDVVQEGV
194 : orflpp-194 SAALQPEEEQEEDWL 226 : orflpp-226 : EDIQLLKSAYENENQ 258 : orflpp-258 IVGDVVQEGVLTAVV
195 : orflpp-195 PEEEQEEDWLDDDSQ 227 : orflpp-227 LKSAYENENQHEVLL 259 : orflpp-259 : VQEGVLTAVVIPTKK
196 : orflpp-196 : EEDWLDDDSQQTVGQ 228 : orflpp-228 ENFNQHEVLLAPLLS 260 : orflpp-260 LTAVVIPTKKAGGTT
197 : orflpp-197 DDDSQQTVGQQDGSE 229 : orflpp-229 : HEVLLAPLLSAGIFG 261 :orflpp-261 IPTKKAGGTTEMLAK
198 : orflpp-198 QTVGQQDGSEDNQTT 230 : orflpp-230 APLLSAGIFGADPIH 262 : orflpp-262 AGGTTEMLAKALRKV
199 : orflpp-199 ODGSEDNQTTTIQTI 231 :orflpp-231 : AGIFGADPIHSLRVC 263 :o0rflpp-263 : EMLAKALRKVPTDNY
200 : orflpp-200 DNQTTTIQTIVEVQP 232 :orflpp-232 : ADPIHSLRVCVDTVR 264 :orflpp-264 : ALRKVPTDNYITTYP
201 : orflpp-201 TIQTIVEVQPQLEME 233 : orflpp-233 SLRVCVDTVRTNVYL 265 : orflpp-265 PTDNYITTYPGQGLN
202 : orflpp-202 : VEVQPQLEMELTPVV 234 :orflpp-234 : VDIVRTNVYLAVFDK 266 : orflpp-266 ITTYPGQGLNGYTVE
203 : orflpp-203 QLEMELTPVVQTIEV 235 : orflpp-235 TNVYLAVEDKNLYDK 267 : orflpp-267 GQGLNGYTVEEAKTV
204 : orflpp-204 LTPVVQTIEVNSFEFSG 236 : orflpp-236 AVFDKNLYDKLVSSF 268 : orflpp-268 GYTVEEAKTVLKKCK
205 : orflpp-205 QTIEVNSFSGYLKLT 237 : orflpp-237 : NLYDKLVSSFLEMKS 269 : orflpp-269 : EAKTVLKKCKSAFYI
206 : orflpp-206 : NSFSGYLKLTDNVYI 238 :orflpp-238 LVSSFLEMKSEKQVE 270 : orflpp-270 LKKCKSAFYILPSII
207 : orflpp-207 YLKLTDNVYIKNADI 239 : orflpp-239 LEMKSEKQVEQKIAE 271 : orflpp-271 SAFYILPSIISNEKQ
208 : orflpp-208 DNVYIKNADIVEEAK 240 : orflpp-240 EKQVEQKIAEIPKEE 272 : orflpp-272 LPSIISNEKQEILGT
209 : orflpp-209 : KNADIVEEAKKVKPT 241 :orflpp-241 QKIAEIPKEEVKPFI 273 :orflpp-273 SNEKQEILGTVSWNL
210 : orflpp-210 : VEEAKKVKPTVVVNA 242 :orflpp-242 IPKEEVKPFITESKP 274 : orflpp-274 EILGTVSWNLREMLA
211 :orflpp-211 KVKPTVVVNAANVYL 243 : orflpp-243 VKPFITESKPSVEQR 275 : orflpp-275 VSWNLREMLAHAEET
212 :orflpp-212 : VVVNAANVYLKHGGG 244 : orflpp-244 TESKPSVEQRKQDDK 276 : orflpp-276 : REMLAHAEETRKLMP
213 :orflpp-213 ANVYLKHGGGVAGAL 245 : orflpp-245 SVEQRKQDDKKIKAC 277 : orflpp-277 HAEETRKLMPVCVET
214 :orflpp-214 KHGGGVAGALNKATN 246 : orflpp-246 : KQDDKKIKACVEEVT 278 :orflpp-278 RKLMPVCVETKAIVS
215 :0rflpp-215 : VAGALNKATNNAMQV 247 :orflpp-247 KIKACVEEVTTTLEE 279 :o0orflpp-279 : VCVETKAIVSTIQRK
216 : orflpp-216 NKATNNAMQVESDDY 248 : orflpp-248 VEEVITTLEETKFLT 280 : orflpp-280 KAIVSTIQRKYKGIK
217 :orflpp-217 NAMQVESDDYIATNG 249 : orflpp-249 TTLEETKFLTENLLL 281 : orflpp-281 TIQRKYKGIKIQEGV
218 : orflpp-218 : ESDDYIATNGPLKVG 250 :orflpp-250 TKFLTENLLLYIDIN 282 : orflpp-282 YKGIKIQEGVVDYGA
219 :orflpp-219 IATNGPLKVGGSCVL 251 : orflpp-251 ENLLLYIDINGNLHP
220 : orflpp-220 PLKVGGSCVLSGHNL 252 : orflpp-252 YIDINGNLHPDSATL
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RACK LAYOUT FOR SYNTHESIS :

31751 : Rack D

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
283 | 291 | 299 | 307 | 315 | 323 | 331 | 339 | 347 | 355 | 363 | 371
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
284 | 292 | 300 | 308 | 316 | 324 | 332 | 340 | 348 | 356 | 364 | 372
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
285 | 293 | 301 | 309 | 317 | 325 | 333 | 341 | 349 | 357 | 365 | 373
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
286 | 294 | 302 | 310 | 318 | 326 | 334 | 342 | 350 | 358 | 366 | 374
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
287 | 295 | 303 | 311 | 319 | 327 | 335 | 343 | 351 | 359 | 367 | 375
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
288 | 296 | 304 | 312 | 320 | 328 | 336 | 344 | 352 | 360 | 368 | 376
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
289 | 297 | 305 | 313 | 321 | 329 | 337 | 345 | 353 | 361 | 369
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
290 | 298 | 306 | 314 | 322 | 330 | 338 | 346 | 354 | 362 | 370
283 : orflpp-283 IQEGVVDYGARFYFY 315 : orflpp-315 FTTVDNINLHTQVVD 347 : orflpp-347 TMSYLFQHANLDSCK
284 : orflpp-284 : VDYGARFYFYTSKTT 316 :orflpp-316 : NINLHTQVVDMSMTY 348 : orflpp-348 FQHANLDSCKRVLNV
285 :orflpp-285 : REYFYTSKTTVASLI 317 :orflpp-317 TQVVDMSMTYGQQFG 349 : orflpp-349 LDSCKRVLNVVCKTC
286 : orflpp-286 : TSKTTVASLINTLND 318 :orflpp-318 : MSMTYGQQFGPTYLD 350 : orflpp-350 : RVLNVVCKTCGQQQT
287 : orflpp-287 : VASLINTLNDLNETL 319 :orflpp-319 GQQFGPTYLDGADVT 351 : orflpp-351 : VCKTCGQQQTTLKGV
288 : orflpp-288 : NTLNDLNETLVTMPL 320 :orflpp-320 PTYLDGADVTKIKPH 352 : orflpp-352 GOQQTTLKGVEAVMY
289 : orflpp-289 LNETLVTMPLGYVTH 321 : orflpp-321 GADVTKIKPHNSHEG 353 : orflpp-353 TLKGVEAVMYMGTLS
290 : orflpp-290 : VTMPLGYVTHGLNLE 322 :orflpp-322 KIKPHNSHEGKTFYV 354 : orflpp-354 EAVMYMGTLSYEQFK
291 : orflpp-291 GYVTHGLNLEEAARY 323 ;: orflpp-323 : NSHEGKTFYVLPNDD 355 :orflpp-355 : MGTLSYEQFKKGVQI
292 : orflpp-292 GLNLEEAARYMRSLK 324 : orflpp-324 KTFYVLPNDDTLRVE 356 : orflpp-356 YEQFKKGVQIPCTCG
293 : orflpp-293 : EAARYMRSLKVPATV 325 :orflpp-325 LPNDDTLRVEAFEYY 357 : orflpp-357 KGVQIPCTCGKQATK
294 : orflpp-294 MRSLKVPATVSVSSP 326 : orflpp-326 TLRVEAFEYYHTTDP 358 : orflpp-358 PCTCGKQATKYLVQQ
295 : orflpp-295 : VPATVSVSSPDAVTA 327 :orflpp-327 : AFEYYHTTDPSFLGR 359 :orflpp-359 : KQATKYLVQQESPFV
296 : orflpp-296 SVSSPDAVTAYNGYL 328 : orflpp-328 HTTDPSFLGRYMSAL 360 : orflpp-360 YLVQQESPFVMMSAP
297 : orflpp-297 DAVTAYNGYLTSSSK 329 : orflpp-329 SFLGRYMSALNHTKK 361 : orflpp-361 ESPFVMMSAPPAQYE
298 : orflpp-298 YNGYLTSSSKTPEEH 330 : orflpp-330 YMSALNHTKKWKYPQ 362 : orflpp-362 : MMSAPPAQYELKHGT
299 : orflpp-299 TSSSKTPEEHFIETI 331 ; orflpp-331 : NHTKKWKYPQVNGLT 363 :orflpp-363 PAQYELKHGTFTCAS
300 : orflpp-300 TPEEHFIETISLAGS 332 ;: orflpp-332 : WKYPQVNGLTSIKWA 364 :orflpp-364 LKHGTFTCASEYTGN
301 : orflpp-301 FIETISLAGSYKDWS 333 :orflpp-333 VNGLTSIKWADNNCY 365 : orflpp-365 FTCASEYTGNYQCGH
302 : orflpp-302 SLAGSYKDWSYSGQS 334 : orflpp-334 SIKWADNNCYLATAL 366 : orflpp-366 : EYTGNYQCGHYKHIT
303 : orflpp-303 YKDWSYSGQSTQLGI 335: orflpp-335 DNNCYLATALLTLQQ 367 : orflpp-367 YQCGHYKHITSKETL
304 : orflpp-304 YSGQSTQLGIEFLKR 336 : orflpp-336 LATALLTLQQIELKF 368 : orflpp-368 YKHITSKETLYCIDG
305 : orflpp-305 TQLGIEFLKRGDKSV 337 : orflpp-337 LTLQQIELKENPPAL 369 : orflpp-369 SKETLYCIDGALLTK
306 : orflpp-306 : EFLKRGDKSVYYTSN 338 : orflpp-338 IELKFNPPALQDAYY 370 : orflpp-370 YCIDGALLTKSSEYK
307 : orflpp-307 GDKSVYYTSNPTTFH 339 : orflpp-339 : NPPALQDAYYRARAG 371 :orflpp-371 : ALLTKSSEYKGPITD
308 : orflpp-308 YYTSNPTTFHLDGEV 340 : orflpp-340 ODAYYRARAGEAANF 372 : orflpp-372 SSEYKGPITDVFYKE
309 : orflpp-309 PTTFHLDGEVITFDN 341 : orflpp-341 RARAGEAANFCALIL 373 :orflpp-373 GPITDVFYKENSYTT
310 : orflpp-310 LDGEVITFDNLKTLL 342 : orflpp-342 EAANFCALILAYCNK 374 : orflpp-374 : VFYKENSYTTTIKPV
311 :o0orflpp-311 ITEDNLKTLLSLREV 343 : orflpp-343 CALILAYCNKTVGEL 375 : orflpp-375 NSYTTTIKPVTYKLD
312 :orflpp-312 LKTLLSLREVRTIKV 344 : orflpp-344 : AYCNKTVGELGDVRE 376 :orflpp-376 TIKPVTYKLDGVVCT
313 :orflpp-313 SLREVRTIKVFTTVD 345 : orflpp-345 TVGELGDVRETMSYL
314 : orflpp-314 RTIKVETTVDNINLH 346 : orflpp-346 GDVRETMSYLFQHAN
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RACK LAYOUT FOR SYNTHESIS :

31751 : Rack E

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
377 385 393 401 409 417 425 433 441 449 457 465
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
378 386 394 402 410 418 426 434 442 450 458 466
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
379 387 395 403 411 419 427 435 443 451 459 467
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
380 388 396 404 412 420 428 436 444 452 460 468
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
381 389 397 405 413 421 429 437 445 453 461 469
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
382 390 398 406 414 422 430 438 446 454 462 470
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
383 391 399 407 415 423 431 439 447 455 463
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
384 392 400 408 416 424 432 440 448 456 464
377 : orflpp-377 TYKLDGVVCTEIDPK 409 : orflpp-409 CEDLKPVSEEVVENP 441 : orflpp-441 NTVKSVGKFCLEASF
378 : orflpp-378 GVVCTEIDPKLDNYY 410 : orflpp-410 PVSEEVVENPTIQKD 442 : orflpp-442 VGKFCLEASFNYLKS
379 :orflpp-379 : EIDPKLDNYYKKDNS 411 :orflpp-411 : VVENPTIQKDVLECN 443 :orflpp-443 LEASFNYLKSPNFSK
380 : orflpp-380 LDNYYKKDNSYFTEQ 412 : orflpp-412 TIQKDVLECNVKTTE 444 : orflpp-444 NYLKSPNFSKLINII
381 :orflpp-381 KKDNSYFTEQPIDLV 413 : orflpp-413 : VLECNVKTTEVVGDI 445 : orflpp-445 PNFSKLINIIIWFLL
382 :orflpp-382 YFTEQPIDLVPNQPY 414 ; orflpp-414 : VKTTEVVGDIILKPA 446 : orflpp-446 LINITIIWFLLLSVCL
383 :orflpp-383 PIDLVPNQPYPNASF 415: orflpp-415 : VVGDIILKPANNSLK 447 : orflpp-447 IWFLLLSVCLGSLIY
384 :orflpp-384 PNQPYPNASFDNFKF 416 : orflpp-416 ILKPANNSLKITEEV 448 : orflpp-448 LSVCLGSLIYSTAAL
385 :orflpp-385 PNASFDNFKFVCDNI 417 : orflpp-417 : NNSLKITEEVGHTDL 449 : orflpp-449 GSLIYSTAALGVLMS
386 : orflpp-386 DNFKFVCDNIKFADD 418 : orflpp-418 ITEEVGHTDLMAAYV 450 : orflpp-450 STAALGVLMSNLGMP
387 : orflpp-387 : VCDNIKFADDLNQLT 419 :orflpp-419 GHTDLMAAYVDNSSL 451 : orflpp-451 GVLMSNLGMPSYCTG
388 : orflpp-388 KFADDLNQLTGYKKP 420 : orflpp-420 MAAYVDNSSLTIKKP 452 : orflpp-452 NLGMPSYCTGYREGY
389 :orflpp-389 LNQLTGYKKPASREL 421 : orflpp-421 DNSSLTIKKPNELSR 453 : orflpp-453 SYCTGYREGYLNSTN
390 : orflpp-390 GYKKPASRELKVTFF 422 : orflpp-422 TIKKPNELSRVLGLK 454 : orflpp-454 YREGYLNSTNVTIAT
391 :orflpp-391 ASRELKVTFFPDLNG 423 : orflpp-423 NELSRVLGLKTLATH 455 : orflpp-455 LNSTNVTIATYCTGS
392 :orflpp-392 KVTFFPDLNGDVVATI 424 : orflpp-424 : VLGLKTLATHGLAAV 456 : orflpp-456 : VTIATYCTGSIPCSV
393 :orflpp-393 PDLNGDVVAIDYKHY 425 : orflpp-425 TLATHGLAAVNSVPW 457 : orflpp-457 YCTGSIPCSVCLSGL
394 : orflpp-394 DVVAIDYKHYTPSFK 426 ;: orflpp-426 GLAAVNSVPWDTIAN 458 : orflpp-458 IPCSVCLSGLDSLDT
395 : orflpp-395 DYKHYTPSFKKGAKL 427 : orflpp-427 : NSVPWDTIANYAKPF 459 :orflpp-459 CLSGLDSLDTYPSLE
396 : orflpp-396 : TPSFKKGAKLLHKPI 428 :orflpp-428 DTIANYAKPFLNKVV 460 : orflpp-460 DSLDTYPSLETIQIT
397 i orflpp-397 KGAKLLHKPIVWHVN 429 : orflpp-429 : YAKPFLNKVVSTTTN 461 : orflpp-461 YPSLETIQITISSFK
398 : orflpp-398 LHKPIVWHVNNATNK 430 : orflpp-430 LNKVVSTTTNIVTRC 462 : orflpp-462 TIQITISSFKWDLTA
399 : orflpp-399 VWHVNNATNKATYKP 431 : orflpp-431 STTTNIVTRCLNRVC 463 : orflpp-463 ISSFKWDLTAFGLVA
400 : orflpp-400 : NATNKATYKPNTWCI 432 :orflpp-432 IVTRCLNRVCTNYMP 464 : orflpp-464 : WDLTAFGLVAEWFLA
401 : orflpp-401 : ATYKPNTWCIRCLWS 433 :orflpp-433 LNRVCTNYMPYFFTL 465 : orflpp-465 FGLVAEWFLAYILFT
402 : orflpp-402 NTWCIRCLWSTKPVE 434 : orflpp-434 TNYMPYFFTLLLQLC 466 : orflpp-466 EWFLAYILFTRFFYV
403 : orflpp-403 : RCLWSTKPVETSNSF 435:orflpp-435 : YFFTLLLQLCTFTRS 467 : orflpp-467 YILFTRFFYVLGLAA
404 : orflpp-404 TKPVETSNSFDVLKS 436 : orflpp-436 LLQLCTFTRSTNSRI 468 : orflpp-468 RFFYVLGLAAIMQLF
405 ; orflpp-405 TSNSFDVLKSEDAQG 437 : orflpp-437 TFTRSTNSRIKASMP 469 : orflpp-469 LGLAAIMQLFFSYFA
406 : orflpp-406 DVLKSEDAQGMDNLA 438 : orflpp-438 TNSRIKASMPTTIAK 470 : orflpp-470 IMQLFFSYFAVHFIS
407 : orflpp-407 EDAQGMDNLACEDLK 439 : orflpp-439 KASMPTTIAKNTVKS
408 : orflpp-408 : MDNLACEDLKPVSEE 440 : orflpp-440 TTIAKNTVKSVGKFC
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RACK LAYOUT FOR SYNTHESIS :

31751 : Rack F

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
471 | 479 | 487 | 495 | 503 | 511 | 519 | 527 | 535 | 543 | 551 | 559
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
472 | 480 | 488 | 496 | 504 | 512 | 520 | 528 | 536 | 544 | 552 | 560
c1 c2 c3 c4 C5 Ccé c7 cs c9 c10 c11 c12
473 | 481 | 480 | 497 | 505 | 513 | 521 | 529 | 537 | 545 | 553 | 561
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
474 | 482 | 490 | 498 | 506 | 514 | 522 | 530 | 538 | 546 | 554 | 562
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
475 | 483 | 491 | 499 | 507 | 515 | 523 | 531 | 539 | 547 | 555 | 563
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
476 | 484 | 492 | 500 | 508 | 516 | 524 | 532 | 540 | 548 | 556 | 564
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
477 | 485 | 493 | 501 | 509 | 517 | 525 | 533 | 541 | 549 | 557
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
478 | 486 | 494 | 502 | 510 | 518 | 526 | 534 | 542 | 550 | 558
471 :orflpp-471 FSYFAVHFISNSWLM 503 : orflpp-503 : KTYERHSLSHEVNLD 535 :orflpp-535 : NNYMLTYNKVENMTP
472 : orflpp-472 : VHFISNSWLMWLIIN 504 :orflpp-504 HSLSHFVNLDNLRAN 536 : orflpp-536 TYNKVENMTPRDLGA
473 :orflpp-473 : NSWLMWLIINLVQMA 505 :orflpp-505 FVNLDNLRANNTKGS 537 : orflpp-537 ENMTPRDLGACIDCS
474 : orflpp-474 : WLIINLVQMAPISAM 506 :orflpp-506 : NLRANNTKGSLPINV 538 :orflpp-538 RDLGACIDCSARHIN
475 : orflpp-475 LVQOMAPISAMVRMYI 507 : orflpp-507 NTKGSLPINVIVFDG 539 : orflpp-539 CIDCSARHINAQVAK
476 : orflpp-476 PISAMVRMYIFFASF 508 : orflpp-508 LPINVIVFDGKSKCE 540 : orflpp-540 : ARHINAQVAKSHNIA
477 : orflpp-477 : VRMYIFFASFYYVWK 509 : orflpp-509 IVEDGKSKCEESSAK 541 : orflpp-541 : AQVAKSHNIALIWNV
478 : orflpp-478 FFASFYYVWKSYVHV 510 : orflpp-510 KSKCEESSAKSASVY 542 : orflpp-542 SHNIALIWNVKDEMS
479 : orflpp-479 YYVWKSYVHVVDGCN 511 : orflpp-511 ESSAKSASVYYSQLM 543 : orflpp-543 LIWNVKDFMSLSEQL
480 : orflpp-480 SYVHVVDGCNSSTCM 512 : orflpp-512 SASVYYSQLMCQPIL 544 : orflpp-544 KDFMSLSEQLRKQIR
481 :o0orflpp-481 : VDGCNSSTCMMCYKR 513 :orflpp-513 : YSQLMCQPILLLDQA 545 :orflpp-545 LSEQLRKQIRSAAKK
482 : orflpp-482 SSTCMMCYKRNRATR 514 : orflpp-514 CQPILLLDQALVSDV 546 : orflpp-546 : RKQIRSAAKKNNLPF
483 : orflpp-483 : MCYKRNRATRVECTT 515:orflpp-515 LLDQALVSDVGDSAE 547 : orflpp-547 SAAKKNNLPFKLTCA
484 : orflpp-484 NRATRVECTTIVNGV 516 : orflpp-516 LVSDVGDSAEVAVKM 548 : orflpp-548 NNLPFKLTCATTRQV
485 : orflpp-485 : VECTTIVNGVRRSFY 517 :orflpp-517 GDSAEVAVKMFDAYV 549 : orflpp-549 : KLTCATTRQVVNVVT
486 : orflpp-486 IVNGVRRSFYVYANG 518 ;: orflpp-518 : VAVKMFDAYVNTFSS 550 : orflpp-550 TTRQVVNVVTTKIAL
487 : orflpp-487 RRSFYVYANGGKGFC 519 : orflpp-519 FDAYVNTFSSTENVP 551 : orflpp-551 : VNVVTTKIALKGGKI
488 : orflpp-488 VYANGGKGFCKLHNW 520 : orflpp-520 NTFSSTFNVPMEKLK 552 : orflpp-552 TKIALKGGKIVNNWL
489 : orflpp-489 GKGFCKLHNWNCVNC 521 : orflpp-521 TFNVPMEKLKTLVAT 553 : orflpp-553 : KGGKIVNNWLKQLIK
490 : orflpp-490 KLHNWNCVNCDTFCA 522 : orflpp-522 MEKLKTLVATAEAEL 554 : orflpp-554 VNNWLKQLIKVTLVF
491 : orflpp-491 NCVNCDTFCAGSTFI 523 : orflpp-523 TLVATAEAELAKNVS 555 : orflpp-555 : KQLIKVTLVFLEVAA
492 : orflpp-492 DTFCAGSTFISDEVA 524 : orflpp-524 : AEAELAKNVSLDNVL 556 : orflpp-556 : VTLVFLFVAAIFYLI
493 : orflpp-493 GSTFISDEVARDLSL 525 : orflpp-525 AKNVSLDNVLSTFIS 557 : orflpp-557 LFVAAIFYLITPVHV
494 : orflpp-494 SDEVARDLSLQFKRP 526 : orflpp-526 LDNVLSTFISAARQG 558 : orflpp-558 IFYLITPVHVMSKHT
495 : orflpp-495 : RDLSLQFKRPINPTD 527 : orflpp-527 STFISAARQGFVDSD 559 : orflpp-559 TPVHVMSKHTDFSSE
496 : orflpp-496 : QFKRPINPTDQSSYI 528 :orflpp-528 : AARQGEFVDSDVETKD 560 : orflpp-560 : MSKHTDFSSEIIGYK
497 : orflpp-497 INPTDQSSYIVDSVT 529 : orflpp-529 FVDSDVETKDVVECL 561 : orflpp-561 DFSSEIIGYKAIDGG
498 : orflpp-498 QSSYIVDSVTVKNGS 530 : orflpp-530 : VETKDVVECLKLSHQ 562 :orflpp-562 IIGYKAIDGGVTRDI
499 : orflpp-499 : VDSVTVKNGSIHLYF 531:orflpp-531 : VVECLKLSHQSDIEV 563 :orflpp-563 : AIDGGVTRDIASTDT
500 : orflpp-500 : VKNGSIHLYFDKAGQ 532 :orflpp-532 KLSHQSDIEVTGDSC 564 : orflpp-564 : VTRDIASTDTCFANK
501 : orflpp-501 THLYFDKAGQKTYER 533 : orflpp-533 SDIEVTGDSCNNYML
502 : orflpp-502 DKAGQKTYERHSLSH 534 : orflpp-534 TGDSCNNYMLTYNKV
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RACK LAYOUT FOR SYNTHESIS :

31752 : Rack A

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
1 9 17 25 33 M 49 57 65 73 81 89
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
2 10 18 26 34 42 50 58 66 74 82 90
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
3 1 19 27 35 43 51 59 67 75 83 91
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
4 12 20 28 36 44 52 60 68 76 84 92
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
5 13 21 29 37 45 53 61 69 77 85 93
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
6 14 22 30 38 46 54 62 70 78 86 94
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
7 15 23 31 39 a7 55 63 71 79 87
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
8 16 24 32 40 48 56 64 72 80 88
1:orflpp-565 ASTDTCFANKHADFED 33 : orflpp-597 SEYCRHGTCERSEAG 65 ;: orf1pp-629 TIAYIICISTKHFYW
2:orflpp-566 CFANKHADFDTWESQ 34 : orflpp-598 HGTCERSEAGVCVST 66 : orflpp-630 ICISTKHFYWFFSNY
3:o0rflpp-567 HADFDTWFSQRGGSY 35 : orflpp-599 RSEAGVCVSTSGRWV 67 : orflpp-631 KHFYWFFSNYLKRRV
4:o0rflpp-568 TWFSQRGGSYTNDKA 36 ;: orflpp-600 VCVSTSGRWVLNNDY 68 : orflpp-632 FESNYLKRRVVENGV
5:0rflpp-569 RGGSYTNDKACPLIA 37 : orflpp-601 SGRWVLNNDYYRSLP 69 : orf1lpp-633 LKRRVVFNGVSFSTF
6:orflpp-570 TNDKACPLIAAVITR 38 ; orflpp-602 LNNDYYRSLPGVFCG 70 : orf1pp-634 VFNGVSFSTFEEAAL
7 :orflpp-571 CPLIAAVITREVGFV 39 : orflpp-603 YRSLPGVFCGVDAVN 71 : orflpp-635 SFSTFEEAALCTFLL
8:o0rflpp-572 AVITREVGFVVPGLP 40 : orflpp-604 GVFCGVDAVNLLTNM 72 : orflpp-636 EEAALCTFLLNKEMY
9:orflpp-573 EVGFVVPGLPGTILR 41 : orflpp-605 VDAVNLLTNMFTPLI 73 : orflpp-637 CTFLLNKEMYLKLRS
10 : orflpp-574 VPGLPGTILRTTNGD 42 : orflpp-606 LLTNMFTPLIQPIGA 74 : orflpp-638 NKEMYLKLRSDVLLP
11 :orflpp-575 GTILRTTNGDFLHFL 43 ; orf1pp-607 FTPLIQPIGALDISA 75: orflpp-639 LKLRSDVLLPLTQYN
12 :orflpp-576 TTNGDFLHFLPRVFS 44 : orf1lpp-608 QPIGALDISASIVAG 76 : orflpp-640 DVLLPLTQYNRYLAL
13 :orflpp-577 FLHFLPRVFSAVGNT 45 : orf1pp-609 LDISASIVAGGIVAI 77 : orflpp-641 LTQYNRYLALYNKYK
14 : orflpp-578 PRVFSAVGNICYTPS 46 ; orflpp-610 STIVAGGIVAIVVTCL 78 : orf1pp-642 RYLALYNKYKYFSGA
15:orflpp-579 AVGNICYTPSKLIEY 47 ; orflpp-611 GIVAIVVTCLAYYFM 79 : orflpp-643 YNKYKYFSGAMDTTS
16 : orflpp-580 CYTPSKLIEYTDFAT 48 : orflpp-612 VVTCLAYYFMRFRRA 80 : orflpp-644 YFSGAMDTTSYREAA
17 - orflpp-581 KLIEYTDFATSACVL 49 : orflpp-613 AYYFMRFRRAFGEYS 81 : orf1pp-645 MDTTSYREAACCHLA
18 : orflpp-582 TDFATSACVLAAECT 50 ; orflpp-614 RFRRAFGEYSHVVAF 82 : orflpp-646 YREAACCHLAKALND
19 : orflpp-583 SACVLAAECTIFKDA 51 : orflpp-615 FGEYSHVVAFNTLLF 83 : orflpp-647 CCHLAKALNDFSNSG
20 :orflpp-584 ARECTIFKDASGKPV 52 : orflpp-616 HVVAFNTLLFLMSFT 84 : orflpp-648 KALNDFSNSGSDVLY
21 :o0rflpp-585 IFKDASGKPVPYCYD 53 : orflpp-617 NTLLFLMSFTVLCLT 85 : orflpp-649 FSNSGSDVLYQPPQT
22 :orflpp-586 SGKPVPYCYDTNVLE 54 ; orflpp-618 LMSFTVLCLTPVYSF 86 : orflpp-650 SDVLYQPPQTSITSA
23 :orflpp-587 PYCYDTNVLEGSVAY 55 : orf1lpp-619 VLCLTPVYSFLPGVY 87 : orflpp-651 QPPQTSITSAVLQSG
24 :orflpp-588 TNVLEGSVAYESLRP 56 ; orf1pp-620 PVYSFLPGVYSVIYL 88 : orflpp-652 SITSAVLQSGFRKMA
25 :orflpp-589 GSVAYESLRPDTRYV 57 ; orflpp-621 LPGVYSVIYLYLTFY 89 : orflpp-653 VLQSGFRKMAFPSGK
26 : orflpp-590 ESLRPDTRYVLMDGS 58 : orf1pp-622 SVIYLYLTFYLTNDV 90 : orf1lpp-654 FRKMAFPSGKVEGCM
27 i orflpp-591 DTRYVLMDGSIIQFP 59 : orflpp-623 YLTFYLTNDVSFLAH 91 ;: orf1pp-655 FPSGKVEGCMVQVTC
28 :orflpp-592 LMDGSIIQFPNTYLE 60 ; orflpp-624 LTNDVSFLAHIQWMV 92 : orf1lpp-656 VEGCMVQVTCGTTTL
29 :orflpp-593 IIQFPNTYLEGSVRV 61 : orflpp-625 SFLAHIQWMVMFTPL 93 : orflpp-657 VQVTCGTTTLNGLWL
30 :o0orflpp-594 NTYLEGSVRVVTTED 62 : orflpp-626 IQWMVMETPLVPFWI 94 : orflpp-658 GTTTLNGLWLDDVVY
31:0orflpp-595 GSVRVVTTFDSEYCR 63 ; orflpp-627 MFTPLVPFWITIAYI
32:0rflpp-596 VTTFDSEYCRHGTCE 64 : orflpp-628 VPFWITIAYIICIST
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RACK LAYOUT FOR SYNTHESIS :

31752 : Rack B

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
95 103 | 111 119 | 127 | 135 | 143 | 151 159 | 167 | 175 | 183
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
96 104 | 112 | 120 | 128 | 136 | 144 | 152 | 160 | 168 | 176 | 184
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
97 105 | 113 | 121 129 | 137 | 145 | 153 | 161 169 | 177 | 185
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
98 106 | 114 | 122 | 130 | 138 | 146 | 154 | 162 | 170 | 178 | 186
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
99 107 | 115 | 123 | 131 139 | 147 | 155 | 163 | 171 179 | 187
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
100 | 108 | 116 | 124 | 132 | 140 | 148 | 156 | 164 | 172 | 180 | 188
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
101 109 | 117 | 125 | 133 | 1M1 149 | 157 | 165 | 173 | 181
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
102 | 110 | 118 | 126 | 134 | 142 | 150 | 158 | 166 | 174 | 182
95: orflpp-659 NGLWLDDVVYCPRHVI27 : orflpp-691 RQTAQAAGTDTTITVIS9 : orflpp-723 FLPFAMGIIAMSAFA
96 : orflpp-660 DDVVYCPRHVICTSEI28 : orflpp-692 AAGTDTTITVNVLAWIGO : orflpp-724 MGIIAMSAFAMMFEVK
97 :orflpp-661 CPRHVICTSEDMLNPI29 : orflpp-693 TTITVNVLAWLYAAVI61 : orflpp-725 MSAFAMMFVKHKHAF
98 : orflpp-662 ICTSEDMLNPNYEDIA30 : orflpp-694 NVLAWLYAAVINGDRIG2 : orflpp-726 MMFVKHKHAFLCLFL
99 : orflpp-663 DMLNPNYEDLLIRKSI31 : orflpp-695 LYAAVINGDRWFLNRIG3 : orflpp-727 HKHAFLCLFLLPSLA
100 : orflpp-664 NYEDLLIRKSNHNFI132 : orflpp-696 INGDRWFLNRFTTTI164 : orflpp-728 LCLFLLPSLATVAYF
101 : orflpp-665 LIRKSNHNFLVQAGNI33 : orflpp-697 WELNRFTTTLNDENIA65 : orflpp-729 LPSLATVAYFNMVYM
102 : orflpp-666 NHNFLVQAGNVQLRVI34 : orflpp-698 FTTTLNDFNLVAMKY166 : orflpp-730 TVAYFNMVYMPASWV
103 : orflpp-667 VQAGNVQLRVIGHSMI35 : orflpp-699 NDFNLVAMKYNYEPI{67 : orflpp-731 NMVYMPASWVMRIMT
104 : orflpp-668 VQLRVIGHSMQNCVI436 : orflpp-700 VAMKYNYEPLTQDHVIBS : orflpp-732 PASWVMRIMTWLDMV
105 : orflpp-669 IGHSMQNCVLKLKVDI37 : orflpp-701 NYEPLTQDHVDILGPIG9 : orflpp-733 MRIMTWLDMVDTSLS
106 : orflpp-670 ONCVLKLKVDTANPKI38 : orflpp-702 TQDHVDILGPLSAQTI70 : orflpp-734 WLDMVDTSLSGFKLK
107 : orflpp-671 KLKVDTANPKTPKYKI39 : orflpp-703 DILGPLSAQTGIAVI171 : orflpp-735 DTSLSGFKLKDCVMY
108 : orflpp-672 TANPKTPKYKFVRIQ40 : orflpp-704 LSAQTGIAVLDMCASI72 : orflpp-736 GFKLKDCVMYASAVV
109 : orflpp-673 TPKYKFVRIQPGQTFI41 : orflpp-705 GIAVLDMCASLKELIA73 : orflpp-737 DCVMYASAVVLLILM
110 : orflpp-674 FVRIQPGQTFSVLACI42 : orflpp-706 DMCASLKELLQNGMN{74 : orflpp-738 ASAVVLLILMTARTV
111 :orflpp-675 PGQTFSVLACYNGSPI43 : orflpp-707 LKELLQNGMNGRTIIN75 : orflpp-739 LLILMTARTVYDDGA
112 : orflpp-676 SVLACYNGSPSGVYQl44 : orflpp-708 ONGMNGRTILGSALI{76 : orflpp-740 TARTVYDDGARRVWT
113 : orflpp-677 YNGSPSGVYQCAMRPI45 : orflpp-709 GRTILGSALLEDEFTI77 : orflpp-741 YDDGARRVWTLMNVL
114 : orflpp-678 SGVYQCAMRPNFTIKI46 : orflpp-710 GSALLEDEFTPFDVVI78 : orflpp-742 RRVWTLMNVLTLVYK
115: 0rflpp-679 CAMRPNFTIKGSFLNI47 : orflpp-711 EDEFTPFDVVRQCSGI79 : orflpp-743 LMNVLTLVYKVYYGN
116 : orf1lpp-680 NFTIKGSFLNGSCGSI48 : orflpp-712 PFDVVRQCSGVTFQS180 : orflpp-744 TLVYKVYYGNALDQA
117 : orflpp-681 GSFLNGSCGSVGEFNI149 : orflpp-713 RQCSGVTFQSAVKRTI81 : orflpp-745 VYYGNALDQATSMWA
118 : orflpp-682 GSCGSVGFNIDYDCVI50 : orflpp-714 VTFQSAVKRTIKGTHI82 : orflpp-746 ALDQAISMWALIISV
119 : orflpp-683 VGEFNIDYDCVSFCYM51 : orflpp-715 AVKRTIKGTHHWLLIA83 : orflpp-747 ISMWALIISVTSNYS
120 : orflpp-684 DYDCVSFCYMHHMEIN52 : orflpp-716 IKGTHHWLLLTILTSI84 : orflpp-748 LITISVTSNYSGVVTT
121 : orflpp-685 SFCYMHHMELPTGVHI53 : orflpp-717 HWLLLTILTSLLVLWVI85 : orflpp-749 TSNYSGVVTTVMFLA
122 : orflpp-686 HHMELPTGVHAGTDIN54 : orflpp-718 TILTSLLVLVQSTQW86 : orflpp-750 GVVTTVMFLARGIVF
123 : orflpp-687 PTGVHAGTDLEGNEY155 ;: orflpp-719 LLVLVQSTQWSLFFFI87 : orflpp-751 VMFLARGIVEMCVEY
124 : orflpp-688 AGTDLEGNFYGPFVDI56 : orflpp-720 QSTQWSLFFFLYENA88 : orflpp-752 RGIVFMCVEYCPIFF
125 : orflpp-689 EGNEFYGPEFVDRQTAQI57 : orflpp-721 SLFFFLYENAFLPFA
126 : orflpp-690 GPFVDRQTAQAAGTDIS8 : orflpp-722 LYENAFLPFAMGIIA

MIMOTOPES - Confidential



RACK LAYOUT FOR SYNTHESIS :

31752 : Rack C

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
189 | 197 | 205 | 213 | 221 229 | 237 | 245 | 253 | 261 269 | 277
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
190 | 198 | 206 | 214 | 222 | 230 | 238 | 246 | 254 | 262 | 270 | 278
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
191 199 | 207 | 215 | 223 | 231 239 | 247 | 255 | 263 | 271 279
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
192 | 200 | 208 | 216 | 224 | 232 | 240 | 248 | 256 | 264 | 272 | 280
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
193 | 201 209 | 217 | 225 | 233 | 2M 249 | 257 | 265 | 273 | 281
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
194 | 202 | 210 | 218 | 226 | 234 | 242 | 250 | 258 | 266 | 274 | 282
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
195 | 203 | 211 219 | 227 | 235 | 243 | 251 259 | 267 | 275
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
196 | 204 | 212 | 220 | 228 | 236 | 244 | 252 | 260 | 268 | 276
189 : orflpp-753 MCVEYCPIFFITGNT221 : orflpp-785 MQGAVDINKLCEEMI?53 : orflpp-817 KNTCDGTTFTYASAL
190 : orflpp-754 CPIFFITGNTLQCIM22 : orflpp-786 DINKLCEEMLDNRAT254 : orflpp-818 GTTFTYASALWEIQQ
191 : orflpp-755 ITGNTLQCIMLVYCE223 : orflpp-787 CEEMLDNRATLQAIZ55 : orflpp-819 YASALWEIQQVVDAD
192 : orflpp-756 LQCIMLVYCFLGYFR24 : orflpp-788 DNRATLQATIASEFSP56 : orflpp-820 WEIQQVVDADSKIVQ
193 : orflpp-757 LVYCFLGYFCTCYF®@25 : orflpp-789 LOAIASEFSSLPSYR57 : orflpp-821 VVDADSKIVQLSETIS
194 : orflpp-758 LGYFCTCYFGLFCLI226 : orf1lpp-790 SEFSSLPSYAAFATA258 : orflpp-822 SKIVQLSEISMDNSP
195 : orflpp-759 TCYFGLFCLLNRYFR227 : orflpp-791 LPSYAAFATAQEAYE259 : orflpp-823 LSEISMDNSPNLAWP
196 : orflpp-760 LFCLLNRYFRLTLG228 : orflpp-792 AFATAQEAYEQAVANGO0 : orflpp-824 MDNSPNLAWPLIVTA
197 : orflpp-761 NRYFRLTLGVYDYL229 : orflpp-793 QEAYEQAVANGDSEW61 : orflpp-825 NLAWPLIVTALRANS
198 : orflpp-762 LTLGVYDYLVSTQER30 : orflpp-794 QAVANGDSEVVLKKI?G2 : orflpp-826 LIVTALRANSAVKLQ
199 : orflpp-763 YDYLVSTQEFRYMN31 : orflpp-795 GDSEVVLKKLKKSLN2G3 : orflpp-827 LRANSAVKLQNNELS
200 : orflpp-764 STQEFRYMNSQGLLE232 : orflpp-796 VLKKLKKSLNVAKSE264 : orflpp-828 AVKLQONNELSPVALR
201 : orflpp-765 RYMNSQGLLPPKNSR233 : orflpp-797 KKSLNVAKSEFDRDA265 : orflpp-829 NNELSPVALRQMSCA
202 : orflpp-766 QOGLLPPKNSIDAFKI?234 : orflpp-798 VAKSEFDRDAAMQRK66 : orf1lpp-830 PVALRQMSCAAGTTQ
203 : orflpp-767 PKNSIDAFKLNIKLI235 : orflpp-799 FDRDAAMQRKLEKMZP67 : orflpp-831 QMSCAAGTTQTACTD
204 : orflpp-768 DAFKLNIKLLGVGGK36 : orflpp-800 AMQORKLEKMADQAMT268 : orflpp-832 AGTTQTACTDDNALA
205 : orflpp-769 NIKLLGVGGKPCIKW237 : orflpp-801 LEKMADQAMTQMYK(@69 : orflpp-833 TACTDDNALAYYNTT
206 : orflpp-770 GVGGKPCIKVATVQ38 : orflpp-802 DOAMTQOMYKQARSEIR70 : orflpp-834 DNALAYYNTTKGGRF
207 : orflpp-771 PCIKVATVQSKMSDW239 : orflpp-803 OMYKQARSEDKRAKW271 : orflpp-835 YYNTTKGGRFVLALL
208 : orflpp-772 ATVQSKMSDVKCTSV240 : orflpp-804 ARSEDKRAKVTSAM®72 : orflpp-836 KGGRFVLALLSDLQD
209 : orflpp-773 KMSDVKCTSVVLLSW241 : orflpp-805 KRAKVTSAMQTMLFT273 : orflpp-837 VLALLSDLQDLKWAR
210 : orflpp-774 KCTSVVLLSVLQQLR42 : orflpp-806 TSAMQTMLFTMLRKI?74 : orflpp-838 SDLQDLKWARFPKSD
211 : orflpp-775 VLLSVLQQLRVESS43 : orflpp-807 TMLFTMLRKLDNDAI?75 : orf1pp-839 LKWARFPKSDGTGTI
212 : orflpp-776 LOQLRVESSSKLWA®R44 : orflpp-808 MLRKLDNDALNNIIN276 : orflpp-840 FPKSDGTGTIYTELE
213 :orflpp-777 VESSSKLWAQCVQLH45 : orf1pp-809 DNDALNNIINNARD®Y77 : orflpp-841 GTGTIYTELEPPCRF
214 : orflpp-778 KLWAQCVQLHNDILI?46 : orflpp-810 NNIINNARDGCVPLN278 : orflpp-842 YTELEPPCRFVTDTP
215 : orflpp-779 CVQLHNDILLAKDTT247 : orflpp-811 NARDGCVPLNIIPLT279 : orflpp-843 PPCREVTDTPKGPKV
216 : orflpp-780 NDILLAKDTTEAFEK48 : orflpp-812 CVPLNIIPLTTAAKI?80 : orflpp-844 VTDTPKGPKVKYLYF
217 : orflpp-781 AKDTTEAFEKMVSLI249 : orflpp-813 IIPLTTAAKLMVVIE81 : orflpp-845 KGPKVKYLYFIKGLN
218 : orflpp-782 EAFEKMVSLLSVLL50 : orflpp-814 TAAKLMVVIPDYNTY282 : orflpp-846 KYLYFIKGLNNLNRG
219 : orflpp-783 MVSLLSVLLSMQGAW51 : orflpp-815 MVVIPDYNTYKNTCD
220 : orflpp-784 SVLLSMQGAVDINKI252 : orflpp-816 DYNTYKNTCDGTTET
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RACK LAYOUT FOR SYNTHESIS :

31752 : Rack D

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
283 | 291 | 299 | 307 | 315 | 323 | 331 339 | 347 | 355 | 363 | 371
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
284 | 292 | 300 | 308 | 316 | 324 | 332 | 340 | 348 | 356 | 364 | 372
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
285 | 293 | 301 | 309 | 317 | 325 | 333 | 341 349 | 357 | 365 | 373
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
286 | 294 | 302 | 310 | 318 | 326 | 334 | 342 | 350 | 358 | 366 | 374
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
287 | 295 | 303 | 311 | 319 | 327 | 335 | 343 | 351 359 | 367 | 375
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
288 | 296 | 304 | 312 | 320 | 328 | 336 | 344 | 352 | 360 | 368 | 376
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
289 | 297 | 305 | 313 | 321 | 329 | 337 | 345 | 353 | 361 | 369
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
290 | 298 | 306 | 314 | 322 | 330 | 338 | 346 | 354 | 362 | 370
283 : orflpp-847 IKGLNNLNRGMVLGS315 : orflpp-879 LQSADAQSFLNRVC@®B47 : orflpp-911 KKDWYDFVENPDILR
284 : orflpp-848 NLNRGMVLGSLAAT316 : orf1pp-880 AQSFLNRVCGVSAAR348 : orflpp-912 DFVENPDILRVYANL
285 : orflpp-849 MVLGSLAATVRLQA®17 : orflpp-881 NRVCGVSAARLTPC®B49 : orflpp-913 PDILRVYANLGERVR
286 : orf1pp-850 LAATVRLQAGNATEV318 : orflpp-882 VSAARLTPCGTGTST350 : orflpp-914 VYANLGERVRQALLK
287 : orflpp-851 RLOAGNATEVPANST319 : orflpp-883 LTPCGTGTSTDVVYR351 : orflpp-915 GERVRQALLKTVQFC
288 : orflpp-852 NATEVPANSTVLSF@B20 : orflpp-884 TGTSTDVVYRAFDIY352 : orflpp-916 QALLKTVQFCDAMRN
289 : orflpp-853 PANSTVLSFCAFAVIB21 : orflpp-885 DVVYRAFDIYNDKVZ353 : orflpp-917 TVQFCDAMRNAGIVG
290 : orflpp-854 VLSFCAFAVDAAKAY322 : orflpp-886 AFDIYNDKVAGFAKE354 : orflpp-918 DAMRNAGIVGVLTLD
291 : orflpp-855 AFAVDAAKAYKDYLZ323 : orflpp-887 NDKVAGFAKFLKTN@55 : orflpp-919 AGIVGVLTLDNQDLN
292 : orflpp-856 AAKAYKDYLASGGQE324 : orflpp-888 GFAKFLKTNCCRFQE356 : orflpp-920 VLTLDNQDLNGNWYD
293 : orflpp-857 KDYLASGGQPITNCW325 : orflpp-889 LKTNCCRFQEKDEDIB57 : orflpp-921 NQDLNGNWYDFGDF T
294 : orflpp-858 SGGQPITNCVKMLCT326 : orflpp-890 CRFQEKDEDDNLIDS358 : orflpp-922 GNWYDFGDFIQTTPG
295 : orflpp-859 ITNCVKMLCTHTGT@27 : orflpp-891 KDEDDNLIDSYFVVRK359 : orflpp-923 FGDFIQTTPGSGVPV
296 : orflpp-860 KMLCTHTGTGQAITW328 : orflpp-892 NLIDSYFVVKRHTFS360 : orflpp-924 QTTPGSGVPVVDSYY
297 : orflpp-861 HTGTGQAITVTPEAN329 : orflpp-893 YFVVKRHTFSNYQHE361 : orflpp-925 SGVPVVDSYYSLLMP
298 : orflpp-862 QAITVTPEANMDQES330 : orflpp-894 RHTFSNYQHEETIYN3G2 : orflpp-926 VDSYYSLLMPILTLT
299 : orflpp-863 TPEANMDQESFGGAR331 : orflpp-895 NYQHEETIYNLLKDC363 : orflpp-927 SLLMPILTLTRALTA
300 : orflpp-864 MDQESFGGASCCLY@332 : orflpp-896 ETIYNLLKDCPAVAK3G4 : orflpp-928 ILTLTRALTAESHVD
301 : orflpp-865 FGGASCCLYCRCHIIB33 : orflpp-897 LLKDCPAVAKHDFFK365 : orflpp-929 RALTAESHVDTDLTK
302 :orflpp-866 CCLYCRCHIDHPNPK334 : orflpp-898 PAVAKHDFFKFRID@66 : orflpp-930 ESHVDTDLTKPYIKW
303 : orflpp-867 RCHIDHPNPKGFCDI335 : orflpp-899 HDFFKFRIDGDMVPI367 : orflpp-931 TDLTKPYIKWDLLKY
304 : orflpp-868 HPNPKGFCDLKGKY\V336 : orflpp-900 FRIDGDMVPHISRQR368 : orflpp-932 PYIKWDLLKYDFTEE
305;: orflpp-869 GFCDLKGKYVQIPTT337 : orflpp-901 DMVPHISRQRLTKYT369 : orflpp-933 DLLKYDFTEERLKLF
306 : orflpp-870 KGKYVQIPTTCANDE38 : orflpp-902 ISRQRLTKYTMADLV370 : orflpp-934 DFTEERLKLFDRYFK
307 : orflpp-871 QIPTTCANDPVGFTI339 : orflpp-903 LTKYTMADLVYALRH371 : orflpp-935 RLKLEDRYFKYWDQT
308 : orflpp-872 CANDPVGFTLKNTV(340 : orflpp-904 MADLVYALRHFDEGN372 : orflpp-936 DRYFKYWDQTYHPNC
309 : orflpp-873 VGFTLKNTVCTVCGM341 : orflpp-905 YALRHFDEGNCDTLK373 : orflpp-937 YWDQTYHPNCVNCLD
310 : orflpp-874 KNTVCTVCGMWKGY®@B42 : orflpp-906 FDEGNCDTLKEILVI374 : orflpp-938 YHPNCVNCLDDRCIL
311 :0rflpp-875 TVCGMWKGYGCSCD(B43 : orflpp-907 CDTLKEILVTYNCCIB75 : orflpp-939 VNCLDDRCILHCANF
312 :0rflpp-876 WKGYGCSCDQLREPM344 : orflpp-908 EILVTYNCCDDDYFN376 : orflpp-940 DRCILHCANFNVLFS
313 :orflpp-877 CSCDQLREPMLQSAIB45 : orflpp-909 YNCCDDDYFNKKDWY
314 : orflpp-878 LREPMLQSADAQSFI346 : orflpp-910 DDYFNKKDWYDFVEN
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RACK LAYOUT FOR SYNTHESIS :

31752 : Rack E

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
377 | 385 | 393 | 401 | 409 | 417 | 425 | 433 | 441 | 449 | 457 | 465
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
378 | 386 | 394 | 402 | 410 | 418 | 426 | 434 | 442 | 450 | 458 | 466
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
379 | 387 | 395 | 403 | 411 | 419 | 427 | 435 | 443 | 451 | 459 | 467
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
380 | 388 | 396 | 404 | 412 | 420 | 428 | 436 | 444 | 452 | 460 | 468
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
381 | 389 | 397 | 405 | 413 | 421 | 429 | 437 | 445 | 453 | 461 | 469
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
382 | 390 | 398 | 406 | 414 | 422 | 430 | 438 | 446 | 454 | 462 | 470
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
383 | 391 | 399 | 407 | 415 | 423 | 431 | 439 | 447 | 455 | 463
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
384 | 392 | 400 | 408 | 416 | 424 | 432 | 440 | 448 | 456 | 464
377 : orflpp-941 HCANFNVLFSTVFPRQ9 : orflpp-973 LLFVVEVVDKYFDCY41 : orflpp-1005 MLRIMASLVLARKHT
378 : orflpp-942 NVLFSTVFPPTSFGR10 : orflpp-974 EVVDKYFDCYDGGCHM442 : orflpp-1006 : ASLVLARKHTTCCSL
379 : orflpp-943 TVFPPTSFGPLVRKH®411 : orflpp-975 YFDCYDGGCINANQWA43 : orflpp-1007 ARKHTTCCSLSHRFY
380 : orflpp-944 TSFGPLVRKIFVDGW12 : orflpp-976 DGGCINANQVIVNNI444 : orflpp-1008 TCCSLSHRFYRLANE
381 :0orflpp-945 LVRKIFVDGVPEVVS$413 : orflpp-977 NANQVIVNNLDKSAGI45 : orflpp-1009 SHRFYRLANECAQVL
382 :orflpp-946 FVDGVPFVVSTGYH®14 : orflpp-978 IVNNLDKSAGFPEFNKI46 : orflpp-1010 RLANECAQVLSEMVM
383 :0rflpp-947 PFVVSTGYHFRELGW15 : orflpp-979 DKSAGFPFNKWGKAR447 : orflpp-1011 CAQVLSEMVMCGGSL
384 : orflpp-948 TGYHFRELGVVHNQI416 : orf1lpp-980 FPFNKWGKARLYYD$48 : orflpp-1012 SEMVMCGGSLYVKPG
385:0rflpp-949 RELGVVHNQDVNLH#17 : orflpp-981 WGKARLYYDSMSYEI449 : orflpp-1013 CGGSLYVKPGGTSSG
386 : orflpp-950 VHNQDVNLHSSRLSM18 : orflpp-982 LYYDSMSYEDQDAL®50 : orflpp-1014 YVKPGGTSSGDATTA
387 : orflpp-951 VNLHSSRLSFKELLW19 : orflpp-983 MSYEDQDALFAYTKR51 : orflpp-1015 GTSSGDATTAYANSV
388 : orflpp-952 SRLSFKELLVYAAD®20 : orflpp-984 QODALFAYTKRNVIPH52 : orflpp-1016 DATTAYANSVENICQ
389 :orflpp-953 KELLVYAADPAMHAM21 : orflpp-985 AYTKRNVIPTITQOMMS53 : orflpp-1017 YANSVENICQAVTAN
390 : orflpp-954 YAADPAMHAASGNLI422 : orflpp-986 NVIPTITOMNLKYAI454 : orflpp-1018 FNICQAVTANVNALL
391 : orflpp-955 AMHAASGNLLLDKRM™23 : orflpp-987 ITQMNLKYAISAKNR455 : orflpp-1019 : AVTANVNALLSTDGN
392 :orflpp-956 SGNLLLDKRTTCFSW24 : orflpp-988 LKYAISAKNRARTVM56 : orflpp-1020 VNALLSTDGNKIADK
393 : orflpp-957 LDKRTTCFSVAALTM25 : orflpp-989 SAKNRARTVAGVSI®57 : orflpp-1021 STDGNKIADKYVRNL
394 : orflpp-958 TCFSVAALTNNVAF®26 : orf1pp-990 ARTVAGVSICSTMTM58 : orflpp-1022 KIADKYVRNLQHRLY
395 : orflpp-959 AALTNNVAFQTVKP®A27 : orflpp-991 GVSICSTMTNRQFH®59 : orflpp-1023 YVRNLQHRLYECLYR
396 : orflpp-960 NVAFQTVKPGNEFNKI428 : orf1pp-992 STMINRQFHQOKLLKS60 : orflpp-1024 QHRLYECLYRNRDVD
397 : orflpp-961 TVKPGNEFNKDFYDF2429 : orflpp-993 ROFHQKLLKSIAATR461 : orflpp-1025 ECLYRNRDVDTDFVN
398 : orflpp-962 NFNKDFYDFAVSKGH30 : orflpp-994 KLLKSIAATRGATVWYE2 : orflpp-1026 NRDVDTDFVNEFYAY
399 : orflpp-963 FYDFAVSKGFFKEG#431 : orflpp-995 IAATRGATVVIGTSKIB3 : orflpp-1027 TDFVNEFYAYLRKHF
400 : orflpp-964 VSKGFFKEGSSVELKI32 : orflpp-996 GATVVIGTSKFYGGWY64 : orflpp-1028 EFYAYLRKHFSMMIL
401 : orflpp-965 FKEGSSVELKHFFFM33 : orflpp-997 IGTSKFYGGWHNMLIK4GS : orflpp-1029 LRKHFSMMILSDDAV
402 : orflpp-966 SVELKHFFFAQDGN2434 : orflpp-998 FYGGWHNMLKTVYSI466 : orf1pp-1030 SMMILSDDAVVCFEFNS
403 : orflpp-967 HFFFAQDGNAAISDY35 : orflpp-999 HNMLKTVYSDVENPH467 : orflpp-1031 SDDAVVCFNSTYASQ
404 : orflpp-968 ODGNAAISDYDYYRY36 : orflpp-1000 TVYSDVENPHLMGWI468 : orflpp-1032 VCFNSTYASQGLVAS
405 : orflpp-969 AISDYDYYRYNLPTMI37 : orflpp-1001 VENPHLMGWDYPKCI469 : orflpp-1033 TYASQGLVASIKNFK
406 : orflpp-970 DYYRYNLPTMCDIR®38 : orflpp-1002 LMGWDYPKCDRAMPM70 : orflpp-1034 GLVASIKNFKSVLYY
407 : orflpp-971 NLPTMCDIRQLLEVW39 : orflpp-1003 YPKCDRAMPNMLRIM
408 : orflpp-972 CDIRQLLFVVEVVDK40 : orflpp-1004 RAMPNMLRIMASLVL
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RACK LAYOUT FOR SYNTHESIS :

31752 : Rack F

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
471 | 479 | 487 | 495 | 503 | 511 | 519 | 527 | 535 | 543 | 551 | 559
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
472 | 480 | 488 | 496 | 504 | 512 | 520 | 528 | 536 | 544 | 552 | 560
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
473 | 481 | 489 | 497 | 505 | 513 | 521 | 529 | 537 | 545 | 553 | 561
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
474 | 482 | 490 | 498 | 506 | 514 | 522 | 530 | 538 | 546 | 554 | 562
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
475 | 483 | 491 | 499 | 507 | 515 | 523 | 531 | 539 | 547 | 555 | 563
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
476 | 484 | 492 | 500 | 508 | 516 | 524 | 532 | 540 | 548 | 556 | 564
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
477 | 485 | 493 | 501 | 509 | 517 | 525 | 533 | 541 | 549 | 557
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
478 | 486 | 494 | 502 | 510 | 518 | 526 | 534 | 542 | 550 | 558
471 : orflpp-1035 IKNFKSVLYYQNNVE503 : orf1pp-1067 LCNSQTSLRCGACIRS35 : orflpp-1099 : WEVGKPRPPLNRNYV
472 : orflpp-1036 SVLYYQNNVEFMSEAKS04 : orflpp-1068 TSLRCGACIRRPFL(G36 : orflpp-1100 PRPPLNRNYVFTGYR
473 : orflpp-1037 ONNVFMSEAKCWTET505 ; orf1pp-1069 GACIRRPFLCCKCCY537 : orflpp-1101 NRNYVEFTGYRVTKNS
474 : orflpp-1038 MSEAKCWTETDLTK®06 : orf1pp-1070 RPFLCCKCCYDHVI$H38 : orflpp-1102 FTGYRVTKNSKVQIG
475 : orflpp-1039 CWTETDLTKGPHEF®G07 : orflpp-1071 CKCCYDHVISTSHKIS39 : orflpp-1103 VTKNSKVQIGEYTFE
476 : orflpp-1040 DLTKGPHEFCSQHTM08 : orflpp-1072 DHVISTSHKLVLSVN640 : orflpp-1104 KVQIGEYTFEKGDYG
477 : orflpp-1041 PHEFCSQHTMLVKQG®G09 : orflpp-1073 TSHKLVLSVNPYVCN641 : orflpp-1105 EYTFEKGDYGDAVVY
478 : orflpp-1042 SQHTMLVKQGDDYVY510 : orflpp-1074 VLSVNPYVCNAPGCIH42 : orflpp-1106 KGDYGDAVVYRGTTT
479 : orflpp-1043 LVKQGDDYVYLPYPI511 : orflpp-1075 PYVCNAPGCDVTDVT543 : orflpp-1107 DAVVYRGTTTYKLNV
480 : orflpp-1044 DDYVYLPYPDPSRIIS12 : orflpp-1076 : APGCDVTDVTQLYL@G44 : orflpp-1108 RGTTTYKLNVGDYFV
481 :o0orflpp-1045 LPYPDPSRILGAGCH13 : orflpp-1077 VTDVTQLYLGGMSYY545 : orflpp-1109 YKLNVGDYFVLTSHT
482 :orflpp-1046 PSRILGAGCEVDDIWB14 : orflpp-1078 QLYLGGMSYYCKSHKS46 : orflpp-1110 GDYFVLTSHTVMPLS
483 : orflpp-1047 GAGCFVDDIVKTIDGT515 : orflpp-1079 GMSYYCKSHKPPISH547 : orflpp-1111 LTSHTVMPLSAPTLV
484 : orflpp-1048 VDDIVKTDGTLMIERS16 : orf1pp-1080 CKSHKPPISFPLCANG48 : orflpp-1112 VMPLSAPTLVPQEHY
485 : orflpp-1049 KTDGTLMIERFVSL2517 : orflpp-1081 PPISFPLCANGQVF@®49 : orflpp-1113 APTLVPQEHYVRITG
486 : orflpp-1050 LMIERFVSLAIDAYE518 : orflpp-1082 PLCANGQVFGLYKNT550 : orflpp-1114 PQEHYVRITGLYPTL
487 : orflpp-1051 FVSLAIDAYPLTKHE519 : orflpp-1083 GQVFGLYKNTCVGSIB51 : orflpp-1115 VRITGLYPTLNISDE
488 : orflpp-1052 IDAYPLTKHPNQEYZ2520 : orflpp-1084 LYKNTCVGSDNVTDI552 : orflpp-1116 LYPTLNISDEFSSNV
489 : orflpp-1053 LTKHPNQEYADVFHIS21 : orflpp-1085 CVGSDNVTDFNAIATS53 : orflpp-1117 NISDEFSSNVANYQK
490 : orflpp-1054 NQEYADVFHLYLQYI522 : orflpp-1086 NVTDENAIATCDWTNG54 : orflpp-1118 FSSNVANYQKVGMQK
491 : orflpp-1055 DVFHLYLQYIRKLHI523 : orflpp-1087 NAIATCDWINAGDYIS55 : orflpp-1119 : ANYQKVGMOKYSTLQ
492 : orflpp-1056 YLQYIRKLHDELTGI624 : orflpp-1088 CDWINAGDYILANT(56 : orflpp-1120 VGMQKYSTLQGPPGT
493 : orflpp-1057 RKLHDELTGHMLDMY525 : orflpp-1089 : AGDYILANTCTERLKS57 : orflpp-1121 YSTLQGPPGTGKSHF
494 : orflpp-1058 ELTGHMLDMYSVMLT526 : orf1pp-1090 LANTCTERLKLFAAFES58 : orflpp-1122 GPPGTGKSHFAIGLA
495 : orflpp-1059 : MLDMYSVMLTNDNTS$27 : orflpp-1091 TERLKLFAAETLKATS59 : orflpp-1123 GKSHFAIGLALYYPS
496 : orflpp-1060 SVMLTNDNTSRYWEES28 : orflpp-1092 LFAAETLKATEETFKS60 : orflpp-1124 AIGLALYYPSARIVY
497 : orflpp-1061 NDNTSRYWEPEFYEZ2529 : orf1pp-1093 TLKATEETFKLSYGI561 : orflpp-1125 LYYPSARIVYTACSH
498 : orflpp-1062 RYWEPEFYEAMYTPH30 : orflpp-1094 EETFKLSYGIATVRESG2 ; orflpp-1126 : ARIVYTACSHAAVDA
499 : orflpp-1063 EFYEAMYTPHTVLQ2531 : orflpp-1095 LSYGIATVREVLSDES63 : orflpp-1127 TACSHAAVDALCEKA
500 ;: orflpp-1064 MYTPHTVLQAVGACW32 : orflpp-1096 : ATVREVLSDRELHL$64 : orflpp-1128 AAVDALCEKALKYLP
501 : orflpp-1065 TVLQAVGACVLCNS®H33 : orflpp-1097 VLSDRELHLSWEVGK
502 : orflpp-1066 : VGACVLCNSQTSLR®34 :orflpp-1098 ELHLSWEVGKPRPPL
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack A

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A1 A12
1 9 17 25 33 41 49 57 65 73 81 89
B1 B2 B3 B4 B5 B6 B7 B8 B9 B11 B12
2 10 18 26 34 42 50 58 66 74 82 90
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c11 Cc12
3 1 19 27 35 43 51 59 67 75 83 91
D1 D2 D3 D4 D5 D6 D7 D8 D9 D11 D12
4 12 20 28 36 44 52 60 68 76 84 92
E1 E2 E3 E4 E5 E6 E7 E8 E9 E11 E12
5 13 21 29 37 45 53 61 69 77 85 93
F1 F2 F3 F4 F5 F6 F7 F8 F9 F11 F12
6 14 22 30 38 46 54 62 70 78 86 94
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
7 15 23 31 39 47 55 63 7 79 87
H1 H2 H3 H4 H5 H6 H7 H8 H9 H11 H12
8 16 24 32 40 48 56 64 72 80 88
1:0rflpp-1129 LCEKALKYLPIDKCS 33 :orflpp-1161 KGVITHDVSSAINRP 65 :orflpp-1193 EGLCVDIPGIPKDMT
2:0rflpp-1130 LKYLPIDKCSRIIPA 34 :orflpp-1162 HDVSSAINRPQIGVV 66 : orflpp-1194 DIPGIPKDMTYRRLI
3:o0rflpp-1131 IDKCSRIIPARARVE 35:0rflpp-1163 AINRPQIGVVREFLT 67 : orflpp-1195 PKDMTYRRLISMMGEF
4:orflpp-1132 RITPARARVECFDKF 36 : orflpp-1164 QIGVVREFLTRNPAW 68 ;: orflpp-1196 YRRLISMMGFKMNYQ
5:0rflpp-1133 RARVECFDKFKVNST 37 : orflpp-1165 REFLTRNPAWRKAVF 69 : orflpp-1197 SMMGFKMNYQVNGY P
6:o0rflpp-1134 CFDKFKVNSTLEQYV 38 : orflpp-1166 RNPAWRKAVFISPYN 70 : orflpp-1198 KMNYQVNGYPNMETIT
7:0orflpp-1135 KVNSTLEQYVFCTVN 39 : orflpp-1167 RKAVFISPYNSQNAV 71 : orflpp-1199 VNGYPNMFITREEAT
8:orflpp-1136 LEQYVFCTVNALPET 40 : orflpp-1168 ISPYNSQNAVASKIL 72 : orflpp-1200 NMFITREEAIRHVRA
9:0rflpp-1137 FCTVNALPETTADIV 41 :orflpp-1169 SONAVASKILGLPTQ 73 : orflpp-1201 REEAIRHVRAWIGED
10 : orflpp-1138 ALPETTADIVVEDEI 42 : orflpp-1170 ASKILGLPTQTVDSS 74 : orflpp-1202 RHVRAWIGFDVEGCH
11 :orflpp-1139 TADIVVFDEISMATN 43 : orflpp-1171 GLPTQTVDSSQGSEY 75 : orflpp-1203 WIGFDVEGCHATREA
12 : orflpp-1140 VFDEISMATNYDLSV 44 : orflpp-1172 TVDSSQGSEYDYVIF 76 : orflpp-1204 VEGCHATREAVGTNL
13 :orflpp-1141 SMATNYDLSVVNARL 45 : orflpp-1173 QGSEYDYVIFTQTTE 77 : orflpp-1205 ATREAVGTNLPLQLG
14 : orflpp-1142 YDLSVVNARLRAKHY 46 : orflpp-1174 DYVIFTQTTETAHSC 78 : orflpp-1206 : VGINLPLQLGFSTGV
15:0orflpp-1143 VNARLRAKHYVYIGD 47 : orflpp-1175 TQTTETAHSCNVNRFE 79 : orflpp-1207 PLQLGFSTGVNLVAV
16 : orflpp-1144 RAKHYVYIGDPAQLP 48 : orflpp-1176 TAHSCNVNRENVAIT 80 : orflpp-1208 FSTGVNLVAVPTGYV
17 : orflpp-1145 VYIGDPAQLPAPRTL 49 : orflpp-1177 NVNRENVAITRAKVG 81 : orflpp-1209 : NLVAVPTGYVDTPNN
18 :orflpp-1146 PAQLPAPRTLLTKGT 50 ;: orflpp-1178 NVAITRAKVGILCIM 82 : orflpp-1210 PTGYVDTPNNTDFSR
19 :orflpp-1147 APRTLLTKGTLEPEY 51 : orflpp-1179 RAKVGILCIMSDRDL 83 : orflpp-1211 DTPNNTDFSRVSAKP
20 :orflpp-1148 LTKGTLEPEYFNSVC 52 : orflpp-1180 ILCIMSDRDLYDKLQ 84 : orflpp-1212 TDFSRVSAKPPPGDQ
21 :0rflpp-1149 LEPEYFNSVCRLMKT 53 : orflpp-1181 SDRDLYDKLQFTSLE 85 : orflpp-1213 VSAKPPPGDQFKHLI
22 :orflpp-1150 FNSVCRLMKTIGPDM 54 : orflpp-1182 YDKLQFTSLEIPRRN 86 : orflpp-1214 PPGDQFKHLIPLMYK
23 :orflpp-1151 RLMKTIGPDMFLGTC 55 : orflpp-1183 FTSLEIPRRNVATLQ 87 : orflpp-1215 FKHLIPLMYKGLPWN
24 :orflpp-1152 IGPDMFLGTCRRCPA 56 : orflpp-1184 IPRRNVATLQAENVT 88 : orflpp-1216 PLMYKGLPWNVVRIK
25 :0rflpp-1153 FLGTCRRCPAEIVDT 57 : orflpp-1185 : VATLQAENVTGLFKD 89 : orflpp-1217 GLPWNVVRIKIVQML
26 :orflpp-1154 RRCPAEIVDTVSALV 58 : orflpp-1186 AENVTGLFKDCSKVI 90 : orflpp-1218 VVRIKIVQMLSDTLK
27 :orflpp-1155 EIVDTVSALVYDNKL 59 : orflpp-1187 GLFKDCSKVITGLHP 91 : orflpp-1219 IVQMLSDTLKNLSDR
28 :orflpp-1156 : VSALVYDNKLKAHKD 60 : orflpp-1188 CSKVITGLHPTQAPT 92 : orflpp-1220 SDTLKNLSDRVVEVL
29 :orflpp-1157 YDNKLKAHKDKSAQC 61 : orflpp-1189 TGLHPTQAPTHLSVD 93 : orflpp-1221 NLSDRVVEVLWAHGF
30:orflpp-1158 KAHKDKSAQCFKMFY 62 : orflpp-1190 TQAPTHLSVDTKFKT 94 : orflpp-1222 VVEVLWAHGFELTSM
31:o0rflpp-1159 KSAQCFKMFYKGVIT 63 : orflpp-1191 HLSVDTKFKTEGLCV
32:orflpp-1160 FKMFYKGVITHDVSS 64 : orflpp-1192 TKFKTEGLCVDIPGI
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack B

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
95 103 | 111 | 119 | 127 | 135 | 143 | 151 159 | 167 | 175 | 183
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
96 104 | 112 | 120 | 128 | 136 | 144 | 152 | 160 | 168 | 176 | 184
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
97 105 | 113 | 121 | 129 | 137 | 145 | 153 | 161 169 | 177 | 185
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
98 106 | 114 | 122 | 130 | 138 | 146 | 154 | 162 | 170 | 178 | 186
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
99 107 | 115 | 123 | 131 | 139 | 147 | 155 | 163 | 171 179 | 187
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
100 | 108 | 116 | 124 | 132 | 140 | 148 | 156 | 164 | 172 | 180 | 188
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
101 | 109 | 117 | 125 | 133 | 141 149 | 157 | 165 | 173 | 181
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
102 | 110 | 118 | 126 | 134 | 142 | 150 | 158 | 166 | 174 | 182
95 :orflpp-1223 WAHGFELTSMKYFVKI27 : orflpp-1255 VEWKFYDAQPCSDKAIS59 : orflpp-1287 FSLWVYKQFDTYNLW
96 : orflpp-1224 ELTSMKYFVKIGPERI28 : orflpp-1256 YDAQPCSDKAYKIEE!IG0 : orflpp-1288 YKQFDTYNLWNTFTR
97 : orflpp-1225 KYFVKIGPERTCCLCI29 : orflpp-1257 CSDKAYKIEELFYSY161 : orflpp-1289 TYNLWNTFTRLQSLE
98 : orflpp-1226 IGPERTCCLCDRRATI30 : orflpp-1258 YKIEELFYSYATHSDI62 : orflpp-1290 NTFTRLQSLENVAFEN
99 :orflpp-1227 TCCLCDRRATCFSTAI31 : orflpp-1259 LFYSYATHSDKFTDGI63 : orflpp-1291 LQSLENVAFNVVNKG
100 ;: orflpp-1228 DRRATCFSTASDTYA32 : orflpp-1260 ATHSDKFTDGVCLEFWI64 : orflpp-1292 NVAFNVVNKGHFDGQ
101 : orflpp-1229 CFSTASDTYACWHHSI33 : orflpp-1261 KFTDGVCLEWNCNVDIG5 : orflpp-1293 VVNKGHFDGQQGEVP
102 : orflpp-1230 SDTYACWHHSIGFDY134 : orflpp-1262 VCLFWNCNVDRYPAMI66 : orflpp-1294 HFDGQQGEVPVSIIN
103 ; orflpp-1231 CWHHSIGFDYVYNPFI35: orflpp-1263 NCNVDRYPANSIVCRIG7 : orflpp-1295 QGEVPVSIINNTVYT
104 : orflpp-1232 IGFDYVYNPFMIDVQI36 : orflpp-1264 RYPANSIVCRFDTRVIBG8 ;: orflpp-1296 : VSIINNTVYTKVDGV
105 : orflpp-1233 VYNPFMIDVQQWGFTI37 : orflpp-1265 SIVCRFDTRVLSNLNG9 : orflpp-1297 NTVYTKVDGVDVELF
106 ; orflpp-1234 MIDVQQWGFTGNLQSI38 : orflpp-1266 FDTRVLSNLNLPGCD70 : orflpp-1298 KVDGVDVELFENKTT
107 : orflpp-1235 QWGFTGNLQSNHDLY{39 : orflpp-1267 LSNLNLPGCDGGSLY{71 : orflpp-1299 DVELFENKTTLPVNV
108 : orflpp-1236 GNLQSNHDLYCQVHGI40 : orflpp-1268 LPGCDGGSLYVNKHA72 : orflpp-1300 ENKTTLPVNVAFELW
109 : orflpp-1237 NHDLYCQVHGNAHVAI41 : orflpp-1269 GGSLYVNKHAFHTPA73 : orflpp-1301 LPVNVAFELWAKRNT
110 : orflpp-1238 CQVHGNAHVASCDATI42 : orflpp-1270 VNKHAFHTPAFDKSA74 : orflpp-1302 AFELWAKRNIKPVPE
111 : orflpp-1239 : NAHVASCDAIMTRCI143:orflpp-1271 FHTPAFDKSAFVNLKI75 : orflpp-1303 AKRNIKPVPEVKILN
112 : orflpp-1240 SCDAIMTRCLAVHECI44 : orflpp-1272 FDKSAFVNLKQLPFF|76 : orflpp-1304 KPVPEVKILNNLGVD
113 : orflpp-1241 MTRCLAVHECFVKRVI45 : orflpp-1273 FVNLKQLPFFYYSDSI77 : orflpp-1305 VKILNNLGVDIAANT
114 : orflpp-1242 AVHECFVKRVDWTIE(46 : orflpp-1274 QLPFFYYSDSPCESHI78 : orflpp-1306 : NLGVDIAANTVIWDY
115 : orflpp-1243 FVKRVDWTIEYPIIGI47 : orflpp-1275 YYSDSPCESHGKQVWI79 : orflpp-1307 IAANTVIWDYKRDAP
116 : orflpp-1244 DWTIEYPIIGDELKI148 : orflpp-1276 PCESHGKQVVSDIDY180 : orflpp-1308 VIWDYKRDAPAHIST
117 : orflpp-1245 YPIIGDELKINAACRI49 : orflpp-1277 GKQVVSDIDYVPLKSI81 : orflpp-1309 KRDAPAHISTIGVCS
118 : orflpp-1246 DELKINAACRKVQHM50 : orflpp-1278 SDIDYVPLKSATCITI82 : orflpp-1310 AHISTIGVCSMTDIA
119 : orflpp-1247 NAACRKVQHMVVKAA 51 : orflpp-1279 : VPLKSATCITRCNLGI83 :orflpp-1311 IGVCSMTDIAKKPTE
120 : orflpp-1248 KVQHMVVKAALLADKI52 : orflpp-1280 ATCITRCNLGGAVCRI84 : orflpp-1312 MTDIAKKPTETICAP
121 :orflpp-1249 : VVKAALLADKFPVLHI53 :orflpp-1281 RCNLGGAVCRHHANE185 : orflpp-1313 KKPTETICAPLTVFEF
122 : orflpp-1250 LLADKFPVLHDIGNPI54 : orflpp-1282 GAVCRHHANEYRLYIN86 : orflpp-1314 TICAPLTVFFDGRVD
123 : orflpp-1251 FPVLHDIGNPKAIKCI55 : orflpp-1283 HHANEYRLYLDAYNMI87 : orflpp-1315 LTVFFDGRVDGQVDL
124 : orflpp-1252 DIGNPKAIKCVPQADIS6 : orflpp-1284 YRLYLDAYNMMISAGI88 : orflpp-1316 DGRVDGQVDLFRNAR
125 : orflpp-1253 KAIKCVPQADVEWKF57 : orflpp-1285 DAYNMMISAGFSLWV
126 : orflpp-1254 VPQADVEWKEFYDAQM58 : orflpp-1286 MISAGFSLWVYKQFD
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack C

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
189 | 197 | 205 | 213 | 221 | 229 | 237 | 245 | 253 | 261 | 269 | 277
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
190 | 198 | 206 | 214 | 222 | 230 | 238 | 246 | 254 | 262 | 270 | 278
c1 c2 c3 c4 C5 Ccé c7 cs c9 c10 c11 c12
191 | 199 | 207 | 215 | 223 | 231 | 239 | 247 | 255 | 263 | 271 | 279
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
192 | 200 | 208 | 216 | 224 | 232 | 240 | 248 | 256 | 264 | 272 | 280
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
193 | 201 | 209 | 217 | 225 | 233 | 241 | 249 | 257 | 265 | 273 | 281
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
194 | 202 | 210 | 218 | 226 | 234 | 242 | 250 | 258 | 266 | 274 | 282
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
195 | 203 | 211 | 219 | 227 | 235 | 243 | 251 | 259 | 267 | 275
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
196 | 204 | 212 | 220 | 228 | 236 | 244 | 252 | 260 | 268 | 276
189 : orflpp-1317 GQVDLFRNARNGVLI221 : orflpp-1349 KCVCSVIDLLLDDFW253 : orflpp-1381 FVSDADSTLIGDCAT
190 : orflpp-1318 FRNARNGVLITEGSW222 : orflpp-1350 VIDLLLDDEVEIIK54 : orflpp-1382 DSTLIGDCATVHTAN
191 :orflpp-1319 : NGVLITEGSVKGLQR23:orflpp-1351 LDDFVEIIKSQDLSW255 : orflpp-1383 GDCATVHTANKWDLI
192 : orflpp-1320 TEGSVKGLQPSVGPR?24 : orflpp-1352 EITIKSQDLSVVSKV256 : orflpp-1384 VHTANKWDLIISDMY
193 : orflpp-1321 KGLQPSVGPKQASLN25 : orflpp-1353 ODLSVVSKVVKVTIIR57 : orflpp-1385 KWDLIISDMYDPKTK
194 : orflpp-1322 SVGPKQASLNGVTLI226 : orflpp-1354 VSKVVKVTIDYTEIP58 : orflpp-1386 ISDMYDPKTKNVTKE
195 : orflpp-1323 OASLNGVTLIGEAVR27 : orflpp-1355 KVTIDYTEISFMLW®R59 : orflpp-1387 DPKTKNVTKENDSKE
196 : orflpp-1324 GVTLIGEAVKTQFNY228 : orflpp-1356 YTEISFMLWCKDGHW260 : orflpp-1388 NVTKENDSKEGFFTY
197 : orflpp-1325 GEAVKTQFNYYKKVIP29 : orflpp-1357 FMLWCKDGHVETFYR61 : orflpp-1389 : NDSKEGFFTYICGFI
198 : orflpp-1326 TQFNYYKKVDGVVQ®30 : orflpp-1358 KDGHVETFYPKLQS62 : orflpp-1390 GFFTYICGFIQQKLA
199 : orflpp-1327 YKKVDGVVQQLPETY231 : orflpp-1359 ETFYPKLQOSSQAWQR63 : orflpp-1391 ICGFIQQKLALGGSV
200 : orflpp-1328 GVVQQLPETYFTQSR32 : orflpp-1360 KLQSSQAWQPGVAME264 : orflpp-1392 QQKLALGGSVAIKIT
201 : orflpp-1329 LPETYFTQSRNLQEF33 : orflpp-1361 QAWQPGVAMPNLYKM65 : orflpp-1393 LGGSVAIKITEHSWN
202 : orflpp-1330 FTQSRNLQEFKPRS@®34 : orflpp-1362 GVAMPNLYKMQRMLI?66 : orflpp-1394 ATKITEHSWNADLYK
203 : orflpp-1331 NLQEFKPRSQMEIDE235 : orflpp-1363 NLYKMQRMLLEKCDI?67 : orflpp-1395 EHSWNADLYKLMGHF
204 : orflpp-1332 KPRSQMEIDFLELAM36 : orflpp-1364 QORMLLEKCDLQONYGIPG8 : orflpp-1396 : ADLYKLMGHFAWWTA
205 : orflpp-1333 MEIDFLELAMDEFIF237 : orflpp-1365 EKCDLQNYGDSATLE269 : orflpp-1397 LMGHFAWWTAFVTNV
206 : orflpp-1334 LELAMDEFIERYKLE238 : orflpp-1366 QONYGDSATLPKGIMM70 : orflpp-1398 AWWTAFVTNVNASSS
207 : orflpp-1335 DEFIERYKLEGYAFR239 : orflpp-1367 SATLPKGIMMNVAKY271 : orflpp-1399 FVINVNASSSEAFLI
208 : orflpp-1336 RYKLEGYAFEHIVY®40 : orflpp-1368 KGIMMNVAKYTQLC@®72 : orflpp-1400 NASSSEAFLIGCNYL
209 : orflpp-1337 GYAFEHIVYGDFSH41 : orflpp-1369 NVAKYTQLCQYLNTI273 : orflpp-1401 EAFLIGCNYLGKPRE
210 : orflpp-1338 HIVYGDFSHSQLGGI242 : orflpp-1370 TQLCQYLNTLTLAVE274 : orflpp-1402 GCNYLGKPREQIDGY
211 :orflpp-1339 DFSHSQLGGLHLLI®43 : orflpp-1371 YLNTLTLAVPYNMR275 : orflpp-1403 GKPREQIDGYVMHAN
212 :orflpp-1340 QLGGLHLLIGLAKRE244 : orflpp-1372 TLAVPYNMRVIHFGA76 : orflpp-1404 QIDGYVMHANYIFWR
213 :orflpp-1341 HLLIGLAKRFKESPR45 : orflpp-1373 YNMRVIHFGAGSDK®77 : orflpp-1405 VMHANYIFWRNTNPI
214 : orflpp-1342 LAKRFKESPFELEDE246 : orflpp-1374 IHFGAGSDKGVAPGT278 : orflpp-1406 YIFWRNTNPIQLSSY
215 :0orflpp-1343 KESPFELEDFIPMD47 : orflpp-1375 GSDKGVAPGTAVLR®79 : orflpp-1407 NTNPIQLSSYSLEFDM
216 : orflpp-1344 ELEDFIPMDSTVKNY248 : orflpp-1376 : VAPGTAVLRQWLPT®80 : orflpp-1408 QLSSYSLFDMSKFPL
217 : orflpp-1345 IPMDSTVKNYFITDA49 : orflpp-1377 AVLRQWLPTGTLLVIR81 : orflpp-1409 SLFDMSKFPLKLRGT
218 :orflpp-1346 TVKNYFITDAQTGS50 : orflpp-1378 WLPTGTLLVDSDLNIP82 : orflpp-1410 SKFPLKLRGTAVMSL
219 : orflpp-1347 FITDAQTGSSKCVCR51 : orflpp-1379 TLLVDSDLNDFVSDA
220 : orflpp-1348 QTGSSKCVCSVIDLIZ52 : orflpp-1380 SDLNDFVSDADSTLI
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack D

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A11 A12
283 291 299 307 315 323 331 339 347 355 363 | 371
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
284 | 292 300 308 316 324 | 332 340 348 356 364 | 372
Cc1 c2 Cc3 Cc4 c5 Cc6 Cc7 Cc8 c9 Cc10 Cc11 Cc12
285 | 293 301 309 317 325 333 341 349 357 365 373
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
286 | 294 | 302 310 318 326 334 342 350 358 366 | 374
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
287 295 | 303 311 319 327 335 343 351 359 367 375
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
288 296 304 | 312 320 328 336 344 352 360 368 376
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
289 297 305 | 313 321 329 337 345 353 361 369
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
290 298 306 314 | 322 330 338 346 354 362 370
283 :orflpp-1411 KLRGTAVMSLKEGQI315 : SGP-25 NNATNVVIKVCEFQF347 : SGP-57 ENGTITDAVDCALDP
284 :orflpp-1412 AVMSLKEGQINDMII316 : SGP-26 VVIKVCEFQFCNDPE348 : SGP-58 TDAVDCALDPLSETK
285 :orflpp-1413 KEGQINDMILSLLSK317 : SGP-27 CEFQFCNDPFLGVYY349 : SGP-59 CALDPLSETKCTLKS
286 :orflpp-1414 NDMILSLLSKGRLII318 : SGP-28 CNDPFLGVYYHKNNK350 : SGP-60 LSETKCTLKSFTVEK
287 :orflpp-1415 SLLSKGRLIIRENNR319 : SGP-29 LGVYYHKNNKSWME 351 : SGP-61 CTLKSFTVEKGIYQT
288 : orflpp-1416 GRLIIRENNRVVISS320 : SGP-30 HKNNKSWMESEFRVY352 : SGP-62 FTVEKGIYQTSNFRV
289 :orflpp-1417 RENNRVVISSDVLVN321 : SGP-31 SWMESEFRVYSSANN3S3 : SGP-63 GIYQTSNFRVQPTES
290 : orflpp-1419 ENNRVVISSDVLVNN322 : SGP-32 EFRVYSSANNCTFEY354 : SGP-64 SNFRVQPTESIVRFP
291 : SGP-1 MFVFLVLLPLVSSQ@323 : SGP-33 SSANNCTFEYVSQPE355 : SGP-65 QPTESIVRFPNITNL
292 : SGP-2 VLLPLVSSQCVNLTT324 : SGP-34 CTFEYVSQPFLMDLE356 : SGP-66 IVRFPNITNLCPFGE
293 : SGP-3 VSSQCVNLTTRTQLE325 : SGP-35 VSQPFLMDLEGKQGMNB57 : SGP-67 NITNLCPFGEVENAT
294 : SGP-4 VNLTTRTQLPPAYTN326 : SGP-36 LMDLEGKQGNFKNLR358 : SGP-638 CPFGEVENATRFASV
295 : SGP-5 RTQLPPAYTNSFTR@27 : SGP-37 GKQGNFKNLREFVFK359 : SGP-69 VENATRFASVYAWNR
296 : SGP-6 PAYTNSFTRGVYYPIB28 : SGP-38 FKNLREFVFKNIDGY360 : SGP-70 RFASVYAWNRKRISN
297 : SGP-7 SFTRGVYYPDKVFRS329 : SGP-39 EFVFKNIDGYFKIYS361 : SGP-71 YAWNRKRISNCVADY
298 : SGP-8 VYYPDKVFRSSVLHS330 : SGP-40 NIDGYFKIYSKHTPI362 : SGP-72 KRISNCVADYSVLYN
299 : SGP-9 KVFRSSVLHSTQDLE331 : SGP-41 FKIYSKHTPINLVRIBG3 : SGP-73 CVADYSVLYNSASFS
300 : SGP-10 SVLHSTQDLFLPFF332 : SGP-42 KHTPINLVRDLPQGE364 : SGP-74 SVLYNSASFSTFKCY
301 :sGP-11 TQDLFLPFFSNVTWE333 : SGP-43 NLVRDLPQGFSALEE365 : SGP-75 SASFSTFKCYGVSPT
302 : SGP-12 LPFFSNVTWFHATHV334 : SGP-44 LPQGFSALEPLVDLE366 : SGP-76 TFKCYGVSPTKLNDL
303 : SGP-13 NVIWFHAIHVSGTN@B35 ; SGP-45 SALEPLVDLPIGINI367 : SGP-77 GVSPTKLNDLCFTNV
304 : SGp-14 HATHVSGTNGTKRFIB36 : SGP-46 LVDLPIGINITRFQT368 : SGP-78 KLNDLCFTNVYADSF
305 : SGP-15 SGTNGTKRFDNPVLE337 : SGP-47 IGINITRFQTLLALE369 : SGP-79 CFTNVYADSFVIRGD
306 : SGP-16 TKREDNPVLPFNDGV338 : SGP-48 TRFQTLLALHRSYLT370 : SGP-80 YADSFVIRGDEVRQI
307 : SGP-17 NPVLPFNDGVYFAST339 : SGP-49 LLALHRSYLTPGDSS371 : SGP-81 VIRGDEVRQIAPGQT
308 : SGP-138 FNDGVYFASTEKSNI340 : SGP-50 RSYLTPGDSSSGWTZ372 : SGP-82 EVRQIAPGQTGKIAD
309 : SGP-19 YFASTEKSNITIRGWI341 : SGP-51 PGDSSSGWTAGAAAY373 : SGP-83 APGQTGKIADYNYKL
310 : SGP-20 EKSNIIRGWIFGTTI342 : SGP-52 SGWTAGAAAYYVGYI374 : SGP-84 GKIADYNYKLPDDFET
311 : SGP-21 IRGWIFGTTLDSKT(®B43 : SGP-53 GAAAYYVGYLQPRTE375 : SGP-85 YNYKLPDDFTGCVIA
312 : SGP-22 FGTTLDSKTQSLLIV344 : SGP-54 YVGYLQPRTFLLKYN376 : SGP-86 PDDFTGCVIAWNSNN
313 : SGP-23 DSKTQSLLIVNNATN345 ;: SGP-55 QPRTFLLKYNENGTI
314 : SGP-24 SLLIVNNATNVVIKV346 : SGP-56 LLKYNENGTITDAVD
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack E

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A11 A12
377 385 393 401 409 417 425 433 441 449 457 465
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
378 386 394 | 402 410 418 426 434 442 450 458 466
Cc1 c2 Cc3 Cc4 c5 Cc6 Cc7 Cc8 c9 Cc10 Cc11 Cc12
379 387 395 | 403 411 419 427 435 443 451 459 467
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
380 388 396 404 | 412 420 428 436 444 452 460 468
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
381 389 397 405 413 421 429 437 445 453 461 469
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
382 390 398 406 414 | 422 430 438 446 454 462 470
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
383 391 399 407 415 423 431 439 447 455 463
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
384 392 400 408 416 424 | 432 440 448 456 464
377 : SGP-87 GCVIAWNSNNLDSKWQ9 : SGP-119 SFGGVSVITPGTNTHA41 : SGP-151 NLLLQYGSFCTQLNR
378 : SGP-88 WNSNNLDSKVGGNYM10 : SGP-120 SVITPGTNTSNQVAW42 : SGP-152 YGSFCTQLNRALTGI
379 : SGP-89 LDSKVGGNYNYLYRI411 ;: SGP-121 GTNTSNQVAVLYQDW43 : SGP-153 TQLNRALTGIAVEQD
380 : SGP-90 GGNYNYLYRLFRKSM12 : SGP-122 NQVAVLYQDVNCTEW44 : SGP-154 ALTGIAVEQDKNTQE
381 : SGP-91 YLYRLFRKSNLKPFR413 : SGP-123 LYQDVNCTEVPVAIH45 : SGP-155 AVEQDKNTQEVEFAQV
382 :SGP-92 FRKSNLKPFERDISM™14 : SGP-124 NCTEVPVATHADQLT™46 : SGP-156 KNTQEVFAQVKQIYK
383 : SGP-93 LKPFERDISTEIYQM15: SGP-125 PVATIHADQLTPTWRWA47 : SGP-157 VFAQVKQIYKTPPIK
384 : SGP-94 RDISTEIYQAGSTP®16 : SGP-126 ADQLTPTWRVYSTG$448 : SGP-158 KQIYKTPPIKDFGGF
385 : SGP-95 EIYQAGSTPCNGVE®17 : SGP-127 PTWRVYSTGSNVFQM49 : SGP-159 TPPIKDFGGEFNFEFSQI
386 : SGP-96 GSTPCNGVEGFNCYM18 : SGP-128 YSTGSNVFQTRAGCI450 ; SGP-160 DFGGFNFSQILPDPS
387 : SGP-97 NGVEGFNCYFPLQS¥19 : SGP-129 NVFQTRAGCLIGAEH51 : SGP-161 NFSQILPDPSKPSKR
388 : SGP-98 FNCYFPLQSYGFQP™20 : SGP-130 RAGCLIGAEHVNNSY452 : SGP-162 LPDPSKPSKRSFIED
389 : SGP-99 PLQOSYGFQPTNGVGY21 : SGP-131 IGAEHVNNSYECDIM53 : SGP-163 KPSKRSFIEDLLENK
390 : SGP-100 GFQPTNGVGYQPYRW22 : SGP-132 VNNSYECDIPIGAGH54 : SGP-164 SFIEDLLENKVTLAD
391 :SGP-101 NGVGYQPYRVVVLS®23 : SGP-133 ECDIPIGAGICASY#55 : SGP-165 LLFNKVTLADAGFIK
392 :SGP-102 QPYRVVVLSFELLHM24 : SGP-134 IGAGICASYQTQTNHA56 : SGP-166 VTLADAGFIKQYGDC
393 :sSGP-103 VVLSFELLHAPATV®#25 : SGP-135 CASYQTQTNSPRRARST7 : SGP-167 AGFIKQYGDCLGDIA
394 : SGP-104 ELLHAPATVCGPKKHA26 : SGP-136 TQTNSPRRARSVAS®58 : SGP-168 QYGDCLGDIAARDLI
395 : SGP-105 PATVCGPKKSTNLVKA27 : SGP-137 PRRARSVASQSITIAY459 : SGP-169 LGDIAARDLICAQKF
396 : SGP-106 GPKKSTNLVKNKCVM28 : SGP-138 SVASQSIIAYTMSL&60 : SGP-170 ARDLICAQKFNGLTV
397 : SGP-107 TNLVKNKCVNENEN®29 : SGP-139 SIIAYTMSLGAENSWG1 : SGP-171 CAQKFNGLTVLPPLL
398 : SGP-108 NKCVNFNFNGLTGT®30 : SGP-140 TMSLGAENSVAYSNMG2 : SGP-172 NGLTVLPPLLTDEMI
399 : SGP-109 FNFNGLTGTGVLTE$431 : SGP-141 AENSVAYSNNSIAIRG3 : SGP-173 LPPLLTDEMIAQYTS
400 : SGP-110 LTGTGVLTESNKKFI432 : SGP-142 AYSNNSIAIPTNFTH464 : SGP-174 TDEMIAQYTSALLAG
401 : SGP-111 VLTESNKKFLPFQQOM33 : SGP-143 SIAIPTNFTISVTTHB5 : SGP-175 AQYTSALLAGTITSG
402 : SGp-112 NKKFLPFQQFGRDIM34 : SGP-144 TNFTISVITEILPV366 : SGP-176 ALLAGTITSGWTFGA
403 : SGP-113 PFQQFGRDIADTTD235 : SGP-145 SVTTEILPVSMTKTH467 : SGP-177 TITSGWTFGAGAALQ
404 : SGpP-114 GRDIADTTDAVRDPA36 : SGP-146 ILPVSMTKTSVDCTMGS : SGP-178 WTFGAGAALQIPFAM
405 : SGP-115 DTTDAVRDPQTLEII437 : SGP-147 MTKTSVDCTMYICGI469 : SGP-179 GAALQIPFAMQMAYR
406 : SGP-116 VRDPQTLEILDITP®#38 : SGP-148 VDCTMYICGDSTECS$70 : SGP-180 IPFAMQMAYRFNGIG
407 : SGp-117 TLEILDITPCSFGGW39 : SGP-149 YICGDSTECSNLLLQ
408 : SGP-118 DITPCSFGGVSVITR40 : SGP-150 STECSNLLLQYGSFC
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RACK LAYOUT FOR SYNTHESIS :

31753 : Rack F

DESCRIPTION : 564 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A11 A12
471 479 | 487 | 495 503 511 519 527 535 543 551 559
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
472 480 | 488 | 496 504 | 512 520 528 536 544 552 560
Cc1 c2 Cc3 Cc4 c5 Cc6 Cc7 Cc8 c9 Cc10 Cc11 Cc12
473 481 489 | 497 505 513 521 529 537 545 553 561
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
474 | 482 | 490 | 498 506 514 | 522 530 538 546 554 562
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
475 | 483 | 491 499 507 515 523 531 539 547 555 563
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
476 | 484 | 492 500 508 516 524 532 540 548 556 564
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
477 485 | 493 501 509 517 525 533 541 549 557
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
478 486 | 494 | 502 510 518 526 534 542 550 558
471 : SGp-181 OMAYRFNGIGVTQNWA03 : SGP-213 VFLHVTYVPAQEKN535 : SGP-245 IAGLIAIVMVTIMLC
472 : SGP-182 FNGIGVTQNVLYENGQ04 : SGP-214 TYVPAQEKNFTTAPZG36 : SGP-246 AIVMVTIMLCCMTSC
473 : SGP-183 VTONVLYENQKLIANSQS : SGP-215 QEKNFTTAPAICHD®37 : SGP-247 TIMLCCMTSCCSCLK
474 - SGp-184 LYENQKLIANQFNSZ506 : SGP-216 TTAPAICHDGKAHFE38 : SGP-248 CMTSCCSCLKGCCSC
475 : SGP-185 KLIANQFNSAIGKI®O7 : SGP-217 ICHDGKAHFPREGVES39 : SGP-249 CSCLKGCCSCGSCCK
476 : SGP-186 QFNSAIGKIQDSLSH08 : SGP-218 KAHFPREGVFVSNGT540 : SGP-250 GCCSCGSCCKFDEDD
477 : SGP-187 IGKIQDSLSSTASAIS09 : SGP-219 REGVFVSNGTHWFVT541 : SGP-251 GSCCKFDEDDSEPVL
478 : SGP-188 DSLSSTASALGKLQIBH10 : SGP-220 VSNGTHWEVTQRNEFYS542 : SGP-252 FDEDDSEPVLKGVKL
479 : SGP-189 TASALGKLQDVVNQONs11 : SGP-221 HWEVTQRNFYEPQITH43 : SGP-253 DDSEPVLKGVKLHYT
480 : SGP-190 GKLQDVVNQNAQALNG12 : SGP-222 ORNEYEPQIITTDNTS44 : ep-1 MYSFVSEETGTLIVN
481 : SGP-191 VVNQNAQALNTLVK®H13 : SGP-223 EPQIITTDNTEVSGNo45 : ep-2 SEETGTLIVNSVLLF
482 : SGP-192 AQALNTLVKQLSSNES14 ;: SGP-224 TTDNTFVSGNCDVVI546 : ep-3 TLIVNSVLLFLAFVV
483 : SGP-193 TLVKQLSSNFGAIS$H15 : SGP-225 FVSGNCDVVIGIVNNG47 : ep—4 SVLLFLAFVVFLLVT
484 : SGP-194 LSSNFGAISSVLNDI516 : SGP-226 CDVVIGIVNNTVYDE548 : ep-5 LAFVVFLLVTLAILT
485 : SGP-195 GAISSVLNDILSRLIB17 : SGP-227 GIVNNTVYDPLQPEIB49 : ep-6 FLLVTLAILTALRLC
486 : SGP-196 VLNDILSRLDKVEAES518 : SGP-228 TVYDPLQPELDSFKES50 : ep-7 LAILTALRLCAYCCN
487 : SGP-197 LSRLDKVEAEVQIDRS19 : SGP-229 LQPELDSFKEELDKY551 ; ep-8 ALRLCAYCCNIVNVS
488 : SGP-198 KVEAEVQIDRLITGRS20 : SGP-230 DSFKEELDKYFKNHT552 : ep—9 AYCCNIVNVSLVKPS
489 : SGP-199 VQIDRLITGRLQSL21 : SGP-231 ELDKYFKNHTSPDVIS53 : ep-10 IVNVSLVKPSFYVYS
490 : SGP-200 LITGRLQSLQTYVT®H22 : SGP-232 FKNHTSPDVDLGDI$H54 : ep-11 LVKPSFYVYSRVKNL
491 : SGP-201 LOSLQTYVTQQLIR2S23 : SGP-233 SPDVDLGDISGINAS55 : ep-12 FYVYSRVKNLNSSRV
492 : SGP-202 TYVTQQLIRAAEIRZG524 : SGP-234 LGDISGINASVVNI®HS6 : ep-13 RVKNLNSSRVPDLLV
493 : SGP-203 QLIRAAEIRASANLZG25 ;: SGP-235 GINASVVNIQKEIDES57 : sp-1 MADSNGTITVEELKK
494 : SGP-204 AETIRASANLAATKM$H26 : SGP-236 VVNIQKEIDRLNEVZ2558 : sp-2 GTITVEELKKLLEQW
495 : SGP-205 SANLAATKMSECVL@®B27 : SGP-237 KEIDRLNEVAKNLNESS9 : sp-3 EELKKLLEQWNLVIG
496 : SGP-206 ATKMSECVLGQSKR528 : SGP-238 LNEVAKNLNESLIDIBGO : sp-4 LLEQWNLVIGFLFLT
497 : SGP-207 ECVLGQSKRVDFCGKS29 : SGP-239 KNLNESLIDLQELGKS61 : sp-5 NLVIGFLFLTWICLL
498 : SGP-208 QOSKRVDFCGKGYHLM30 : SGP-240 SLIDLQELGKYEQYIH62 : sp-6 FLFLTWICLLQFAYA
499 : SGP-209 DFCGKGYHLMSFPQ$31 : SGP-241 QELGKYEQYIKWPWY563 : sp-7 WICLLQFAYANRNRF
500 : SGP-210 GYHLMSFPQSAPHGWH32 : SGP-242 YEQYIKWPWYIWLGF564 : sp-8 QFAYANRNRFLYIIK
501 : sGpP-211 SFPQSAPHGVVFLHWA33 : SGP-243 KWPWYIWLGFIAGLI
502 : SGP-212 APHGVVFLHVTYVPZ534 : SGP-244 IWLGFIAGLIAIVMV
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RACK LAYOUT FOR SYNTHESIS :

31754 : Rack A

DESCRIPTION : 117 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A1 A12
1 9 17 25 33 a1 49 57 65 73 81 89
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
2 10 18 26 34 42 50 58 66 74 82 20
c1 c2 C3 Cc4 Cc5 Cc6 c7 c8 c9 c10 c11 Cc12
3 1 19 27 35 43 51 59 67 75 83 91
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
4 12 20 28 36 44 52 60 68 76 84 92
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
5 13 21 29 37 45 53 61 69 77 85 93
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
6 14 22 30 38 46 54 62 70 78 86 94
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
7 15 23 31 39 47 55 63 71 79 87
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
8 16 24 32 40 48 56 64 72 80 88
1:sp-9 NRNRFLYIIKLIFLW 33 :sp-41 IGNYKLNTDHSSSSD 65 : np-30 IGTRNPANNAATIVLQ
2:sp-10 : LYIIKLIFLWLLWPV 34 : sp-42 LNTDHSSSSDNIALL 66 : np-31 PANNAAIVLQLPQGT
3:sp-11 : LIFLWLLWPVTLACF 35:sp-43 : TDHSSSSDNIALLVQ 67 :np-32 : AIVLQLPQGTTLPKG
4:sp-12 LLWPVTLACFVLAAV 36 :np-1 MSDNGPQNQRNAPRT 68 : np-33 : LPQGTTLPKGFYAEG
5:sp-13 TLACFVLAAVYRINW 37 :np-2 PQONQRNAPRITFGGP 69 : np-34 TLPKGFYAEGSRGGS
6:sp-14 : VLAAVYRINWITGGI 38 : np-3 NAPRITFGGPSDSTG 70 : np-35 FYAEGSRGGSQASSR
7:sp-15 : YRINWITGGIATAMA 39 :np-4 TFGGPSDSTGSNQNG 71 :np-36 : SRGGSQASSRSSSRS
8:sp-16 ITGGIAIAMACLVGL 40 : np-5 SDSTGSNQNGERSGA 72 :np-37 QASSRSSSRSRNSSR
9:5sp-17 ATAMACLVGLMWLSY 41 : np-6 SNONGERSGARSKQR 73 :np-38 SSSRSRNSSRNSTPG
10 : sp-18 CLVGLMWLSYFIASF 42 : np-7 ERSGARSKQRRPQGL 74 : np-39 RNSSRNSTPGSSRGT
11:sp-19 : MWLSYFIASFRLFAR 43 : np-8 RSKQRRPQGLPNNTA 75 :np-40 : NSTPGSSRGTSPARM
12 :sp-20 FIASFRLFARTRSMW 44 : np-9 RPQGLPNNTASWETA 76 i np-41 SSRGTSPARMAGNGG
13:sp-21 RLFARTRSMWSFNPE 45 : np-10 PNNTASWEFTALTQHG 77 :np-42 SPARMAGNGGDAALA
14 : sp-22 TRSMWSFNPETNILL 46 :np-11 SWFTALTQHGKEDLK 78 :np-43 : AGNGGDAALALLLLD
15:sp-23 SFNPETNILLNVPLH 47 : np-12 LTQHGKEDLKFPRGQ 79 : np-44 DAALALLLLDRLNQL
16 : sp-24 TNILLNVPLHGTILT 48 :np-13 : KEDLKFPRGQGVPIN 80 : np-45 : LLLLDRLNQLESKMS
17 : sp-25 : NVPLHGTILTRPLLE 49 : np-14 FPRGQGVPINTNSSP 81 :np-46 : RLNQLESKMSGKGQQ
18 :sp-26 : GTILTRPLLESELVI 50 : np-15 : GVPINTNSSPDDQIG 82 : np-47 ESKMSGKGQQQQGQT
19 : sp-27 RPLLESELVIGAVIL 51 :np-16 : TNSSPDDQIGYYRRA 83 :np-48 : GKGOQQOQGQTVTKKS
20 : sp-28 SELVIGAVILRGHLR 52 :np-17 DDQIGYYRRATRRIR 84 :np-49 : QQGQTVTKKSAAEAS
21:sp-29 : GAVILRGHLRIAGHH 53 :np-18 : YYRRATRRIRGGDGK 85:np-50 : VTKKSAAEASKKPRQ
22 :sp-30 : RGHLRIAGHHLGRCD 54 : np-19 : TRRIRGGDGKMKDLS 86 : np-51 : AAEASKKPRQKRTAT
23 :sp-31 IAGHHLGRCDIKDLP 55 : np-20 GGDGKMKDLSPRWYF 87 : np-52 KKPRQKRTATKAYNV
24 : sp-32 LGRCDIKDLPKEITV 56 :np-21 : MKDLSPRWYFYYLGT 88 : np-53 : KRTATKAYNVTQAFG
25 : sp-33 IKDLPKEITVATSRT 57 : np-22 PRWYFYYLGTGPEAG 89 : np-54 KAYNVTQAFGRRGPE
26 : sp-34 KEITVATSRTLSYYK 58 : np-23 YYLGTGPEAGLPYGA 90 : np-55 TQAFGRRGPEQTQGN
27 : sp-35 : ATSRTLSYYKLGASQ 59 : np-24 GPEAGLPYGANKDGI 91 :np-56 : RRGPEQTQGNFGDQE
28 : sp-36 : LSYYKLGASQRVAGD 60 : np-25 : LPYGANKDGIIWVAT 92 : np-57 QTQGNFGDQELIRQG
29 : sp-37 LGASQRVAGDSGFAA 61:np-26 : NKDGIIWVATEGALN 93 : np-58 FGDQELIRQGTDYKH
30 : sp-38 : RVAGDSGFAAYSRYR 62 : np-27 IWVATEGALNTPKDH 94 :np-59 : LIRQGTDYKHWPQIA
31:sp-39 : SGFAAYSRYRIGNYK 63 :np-28 : EGALNTPKDHIGTRN
32 :sp-40 : YSRYRIGNYKLNTDH 64 : np-29 : TPKDHIGTRNPANNA
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RACK LAYOUT FOR SYNTHESIS :

31754 : Rack B

DESCRIPTION : 117 peptides based on sequences provided.
COMMENTS: Peptides despatched dried down.
All controls have been removed for QC testing.
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A11 A12
95 103 111
B1 B2 B3 B4 B5 B6 B7 B8 B9 B10 B11 B12
96 104 | 112
Cc1 c2 Cc3 Cc4 c5 Cc6 Cc7 Cc8 c9 Cc10 Cc11 Cc12
97 105 | 113
D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12
98 106 114
E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12
99 107 115
F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 F11 F12
100 108 116
G1 G2 G3 G4 G5 G6 G7 G8 G9 G10 G11 G12
101 109 117
H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H11 H12
102 110
95 : np-60 TDYKHWPQIAQFAPS
96 : np-61 WPQIAQFAPSASAFF
97 : np-62 : QFAPSASAFFGMSRI
98 : np-63 : ASAFFGMSRIGMEVT
99 : np-64 GMSRIGMEVTPSGTW
100 : np-65 GMEVTPSGTWLTYTG
101 : np-66 PSGTWLTYTGAIKLD
102 : np-67 : LTYTGAIKLDDKDPN
103 : np-68 : AIKLDDKDPNFKDQV
104 : np-69 DKDPNFKDQVILLNK
105 : np-70 FKDQVILLNKHIDAY
106 : np-71 ILLNKHIDAYKTFPP
107 : np-72 HIDAYKTFPPTEPKK
108 : np-73 KTFPPTEPKKDKKKK
109 : np-74 TEPKKDKKKKADETQ
110 : np-75 : DKKKKADETQALPQR
111 :np-76 : ADETQALPQRQKKQQ
112 : np-77 : ALPQRQKKQQTVTLL
113 : np-78 QKKQQTVTLLPAADL
114 : np-79 TVTLLPAADLDDFSK
115 : np-80 PAADLDDFSKQLQQS
116 : np-81 DDFSKQLQQSMSSAD
117 : np-82 KQLQQSMSSADSTQA
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