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Figure S1. PCA plot showing the distribution of samples from TCGA and Japanese cohort, related to Figure 
2C. ComBat-seq method was used to remove the batch effect of merged expression profiles before PCA 
analysis. 
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Figure S2. Kaplan-Meier plots of overall survival of the three subtypes in an independent European ccRCC 
cohort, related to Figure 3A. (A) Kaplan-Meier plot for cluster 2 and 3. (B) Kaplan-Meier plot for cluster 1, 2 
and 3. 
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Figure S3. Venn diagrams showing the overlaps of reactions, metabolites or genes between subtypes in 
the Japanese cohort, related to Figure 4A. The reactions, metabolites and genes are generated from 
reconstructed subtype-specific GEMs. 

 

  


