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Comparative results in EAS

ProbeChr Gene
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Probe_bp
14 DHRS1 24764421
11 ATM 108166520
14 DHRS1 24764421
11 ATM 108166520
Gene Probe_bp
11 ATM 108093211
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7 GPR37 124386051
11 ATM 108093211
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Gene Probe_bp
10 RP11-541N10.3 105637132
3 MYNN 169490619
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Meta-analysed brain tissues for gene expression eQTL

topSNP_bp Al A2 Freq b_GWAS
24768949 C G 0.715278 0.069884 0.013454
108027060 A ¢ 0.853175 -0.05031 0.009138
24768534 T G 0.818091 0.004958 0.007131
108283161 A C 0.276342  -0.0321 0.008037

Prefrontal cortex - Gene expression - eQTL - PsychENCODE

topSNP_bp Al A2 Freq b_GWAS se_GWAS
108041897 G A 0.159722 -0.05163 0.009122
24739055 G T 0.109127 0.052143 0.010215
124385842 C T 0.076389 -0.05361 0.009051
108226855 T A 0.012923  -0.0304 0.007538
24762882 G ¢ 0.488072 0.006541 0.007532
124385665 A T 0.033797 0.009638 0.008102
topSNP_bp Al A2 Freq b_GWAS se_GWAS
105661315 A ¢ 0.232604 -0.03959 0.007119
169510789 A G 0.192843 -0.08886 0.008
169510789 A G 0.192843 -0.08886 0.008
169563523 G T 0.530815 -0.06872 0.007952
105646395 T ¢ 0.109127 0.039033 0.009633
169467481 C T 0.209325 -0.03319 0.009092
169467481 C T 0.209325 -0.03319 0.009092
169467481 C T 0.105159 -0.03319 0.009092
Meta analysed brain tissues - Methylation - mQTLS

topSNP_bp Al A2 Freq b_GWAS se_GWAS
1286516 C A 0.960317 0.109052 0.009107
1295349 A G 0.500992 -0.08186 0.009232
124387092 G ¢ 0.796627 -0.05382 0.009086
1286516 C A 0.121272  0.07827 0.008738
1315343 G A 0.568588 0.015693 0.007635
124387092 G ¢ 0.686879  -0.0125 0.007964
169535266 T G 0.936382 -0.07309 0.008278
169535266 T G 0.974155 -0.07309 0.008278
1286516 C A 0.121272 0.07827 0.008738
105654164 A G 0.742545 0.039266 0.007194
22293706 A ¢ 0.703777 0.046826 0.007749
62410049 A G 0.900596 -0.03742 0.007221
62410049 A G 0.207753 -0.03742 0.007221
62437022 A G 0.687873 -0.05846 0.010626
62437022 A G 0.687873 -0.05846 0.010626
62450780 A ¢ 0.491054 -0.05931 0.010695
169461571 T G 0.469246 -0.06493 0.009149
169534337 G A 0.660714 0.075125 0.015117
1286516 C A 0.960317 0.109052 0.009107
105654164 A G 0.600198 -0.03877 0.009597
22293706 A ¢ 0.127976 0.03622 0.009529
62406749 T ¢ 0.869048 -0.00536 0.009324
62413323 C T 0.482143 -0.00929 0.009291
62441600 T ¢ 0.753968 0.018589 0.040985
62441600 T ¢ 0.753968 0.018589 0.040985
62440296 C G 0.303571 0.01886 0.040993
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