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Figure S1: The description of the datasets used in this manuscript.

Detailed statistics for the number of cells, variably expressed genes and transcription factor

targets for the datasets analyzed.
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Number of cells 5449 4365 3401 2730 5174

Number of most variable 

expressed genes
4552 5337 5617 1830 4844

Number of transcription 

factors
106 87 105 106 103


