A 500+ = B 1.0
° =
4004 @08 .. » 0.8+ e N
T R TT MR
¢ 300508 2 g ) l 061883802 §A‘AA§ A
§ o° ° ° b 8% - = g g iA% A&f
= c 248 a 4 S 0.4- 8 n i
S 200 o® T. g o. a5 .4,.
o "A g & N E iﬁ A,d
2 A & ry
100 A . ] i i & 0.2 A, "
8 8 ': raas ﬁé " A 4 4
8 53“3“ A A, Y
0 0.0 42
Socoddttocoogd T 0 [20[44]54] o [20[a4]54] 0 [20]44[54] 0 [20[44]54
0 |20|44|54| 0 |20{44|54] 0 [20|44]54] 0 |20]|44|54] gggggggggggggggg
Abx PEPELERTSS8599s Abx | Abx
Fecal Vaginal Fecal Vaginal

(]

week
0 20 4454
Cijooe e
Axlboe e
CirlJA A A A
Abx|A A A A

Fecal

Vaginal

Figure S2. OTU richness, bacterial genome copy numbers, and Shannon evenness
index of fecal and vaginal microbiota during cancer development.

A) OTU richness of the microbiota in fecal and vaginal samples from control and Abx mice
at different time points. B) Bacterial genome copies in fecal and vaginal DNA samples.
Bacterial genome copies were estimated by qPCR using universal v4 16S rRNA primers
and normalized by host genomic copy numbers which was determined by gPCR using
ACTB primers. All samples and symbols are the same as in Figure 2. C) Shannon
evenness of the microbiota in the same samples shown in A. *, p < 0.05; **, p<0.01; ***, p
< 0.005; ****, p<0.001.



