SARS-CoV-2/ACE2 interaction suppresses IRAK-M expression and promotes pro-
inflammatory cytokine production in macrophages
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Supplementary Figure S1. Cell viability of THP-1 macrophages stimulated with SARS-CoV-2
S protein. THP-1 macrophages were treated with different SARS-CoV-2 S protein
concentrations for 6, 12 and 24 hours and cell viability was assessed with MTT assay. No
statistical significant differences were observed among spike protein concentrations at the
different timepoints. The results were normalized with the unexposed control. Data are
illustrated as line plots with mean + SD. Statistical analysis was performed with two-way
ANOVA. * p<0.05
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Supplementary Figure 2. Pre-treatment of SARS-CoV-2 S protein decreased cytokine
expression in LPS-induced THP-1 macrophages. THP-1 macrophages were pre-treated with
SARS-CoV-2 S protein for 6 hours before stimulation with LPS for 12 hours. A, B. C. IL6,
MIP1la and TNFa expression decreased significantly, D. Decreased IL6 secretion. Data are
illustrated in box-and-whiskers, plotted as median (+ min, max) and statistical analysis was
performed with Kruskal - Wallis test regarding qPCR results. For Elisa, data are illustrated in
bars, plotted as median with range and statistical analysis was performed with Mann —
Whitney U test. *p < 0.05, **p < 0.01
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Supplementary Figure 3. SARS-CoV-2 S protein increased cytokine expression in CD14+
monocytes. Monocytes were treated with SARS-CoV-2 S protein (20, 100 ng/ml). A. B. IL6
and MIP1a expression was increased in the presence of SARS-CoV-2 S protein. Data are
illustrated in box-and-whiskers and plotted as median (x min, max). Statistical analysis was
performed with Kruskal - Wallis test. *p < 0.05



