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Fig. S7 Pairwise comparison illustrates that host species dominates over geographical site in
governing honeybee gut bacterial communities by the analyses of non-metric multidimensional
scaling (NMDS), permutational multivariate analysis of variance (PERMANOVA), and variance
partition analysis (VPA). ***: P < 0.001; **: P < 0.01; *: P < 0.05; ns: P > 0.05. P values were
adjusted with BH (Benjamini & Hochberg) method (1).
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