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11

12

13

14

15

aerobic respiration I (cytochrome c)
aerobic respiration II (cytochrome c) (yeast)

pyrimidine deoxyribonucleotides de novo biosynthesis I
pyrimidine deoxyribonucleotide phosphorylation

L-valine biosynthesis
4-amino-2-methyl-5-diphosphomethylpyrimidine biosynthesis (yeast)

phosphopantothenate biosynthesis I
superpathway of L-serine and glycine biosynthesis I

superpathway of guanosine nucleotides de novo biosynthesis I
superpathway of pyrimidine nucleobases salvage

GDP-mannose biosynthesis
D-myo-inositol (1,4,5)-trisphosphate biosynthesis

pyruvate fermentation to isobutanol (engineered)
fatty acid &beta;-oxidation (peroxisome, yeast)

glyoxylate cycle
TCA cycle II (plants and fungi)

superpathway of adenosine nucleotides de novo biosynthesis II
adenosine ribonucleotides de novo biosynthesis

superpathway of adenosine nucleotides de novo biosynthesis I
tRNA charging

log
2(

co
un

ts 
+
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Reductants

Quinone−Biosynthesis

No Level 2 Classi�cation

PUR−NUC−SYN

NAD−Metabolism

Fatty−acid−biosynthesis

Proteinogenic−Amino−Acids−Degradation

Sugars−And−Polysaccharides−Degradation

Phospholipid−Biosynthesis

IND−AMINO−ACID−SYN

Tetrapyrrole−Biosynthesis

Porphyrin−Compounds−Biosynthesis

Alcohol−Biosynthesis

NITROGEN−DEG

Polysaccharides−Biosynthesis

CARBO−BIOSYNTHESIS

Terpenoid−Biosynthesis

Vitamin−Biosynthesis

PYR−NUC−SYN

Fatty−Acid−Degradation

Deoxyribonucleotide−Biosynthesis

−1 0 1 2

MetaCyc Level 2

●
●
●
●
●
●
●
●
●
●
●
●
●
●
●
●
●
●
●

No Level 2 Classification

Amino−Acid−Biosynthesis

Amino−Acid−Degradation

Aminoacyl−tRNAs−Charging

Carbohydrates−Biosynthesis

Carbohydrates−Degradation

Cofactor−Biosynthesis

Electron−Transfer

Fatty−Acid−and−Lipid−Degradation

Fermentation

GLYCOLYSIS−VARIANTS

Lipid−Biosynthesis

Noncarbon−Nutrients

Nucleotide−Biosynthesis

Other−Degradation

Pentose−Phosphate−Cycle

Polyamine−Biosynthesis

SECONDARY−METABOLITE−BIOSYNTHESIS

TCA−VARIANTS
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log2 Fold Change
Signi�cantly Di�erentially Abundant Pathways


