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Figure. S4
4. shNR4A2 only regulated genes in the presence of LPS (935)

5. shNR4A3 only regulated genes in the presence of LPS (791)
A. 6. shNR4A2 & shNR4A3 regulated genes in presence of LPS (577)
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Figure. S5
7. Genes that appear to be equally regulated by shNR4A2

and shNR4A3 in both the basal and stimulated state (276)
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Figure. S14 Trigeminal Nerve Structure Gene GO:0021637 shNR4A2/A3 sensitive — Cluster 3
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