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S. Fig. 1: Fold change in body weight of DT-injected mice. Body weight of mice are shown as a fold change from before and
after DT injection (n=5-6 mice per group).
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S. Fig. 2: Principal component analysis of genes from isolated GECs from control and diseased mice. Each sample
represents genes from pooled GECs from 4 mice (n=3 samples per group, GECs pooled from 4 mice per sample).
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S. Fig. 3: Pathway analysis of differentially genes in isolated GECs from diseased vs control mice. Top 20 by KEGG
pathway and top 15 Wiki pathway analyses of upregulated (top) and downregulated (bottom) DEGs are shown.
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S. Fig. 4: Expression of SPP1 in human FSGS. Glomerular SPP1 mRNA expression in kidneys of patients with primary classic
FSGS (n=8), collapsing FSGS (n=6) and normal control (n=9) in Nephroseq database (nephroseq.org). Dataset from Hodgin et
al.


