
Pbspect2 locus
PBANKA_1006300

Disrupted locus
Pbspect2 GIMO 

(3144cl3)

Step 1

Construct 1 hdhfr::yfcuPb 5’spect2 Pb 3’spect2

GIMO deletion construct pL2318
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hdhfr::yfcuPb 5’spect2 Pb 3’spect2

Step 2
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Construct 2 

Pbspect2 GIMO 
(3144cl1)

Negative selection

GIMO insertion construct  pL2319

Pfspect2 orfPb 5’spect2 Pb 3’spect2

hdhfr::yfcuPb 5’spect2 Pb 3’spect2
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GFP::Luciferase Pb dhfr/ts 3’UTRPb eef1a proPb 5’230p Pb 3’230p

Reference reporter parasite line 
PbANKA-GFP::Luc (676m1cl1), Pb230p locus, Chr-3 

Chr. 5 and hdhfr
mix probe

S.No Parasite line Line #
18 Pbspect2-GIMO 3144cl3
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Pb-Pfb9(r)  
(2355cl1)

Pbb9 GIMO
PBANKA_0808100 

(1309cl1)Negative selection

GIMO insertion construct  pL1989

PfB9 orfPb 5’B9 Pb 3’B9

hdhfr::yfcuPb 5’B9 Pb 3’B9
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S.No Parasite line Line #
20 Pb-PfB9 (r) 2355cl1

MKb

2
1.5

1
0.65

0.5 20

3


	Slide Number 1
	Slide Number 2

