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Fig. S1. (A) Clustal Omega alignment of B’ family
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Fig. S1 (B). Clustal Omega alignment of B" family
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Fig. S1. Sequence alignment showing the similarity within isoforms of the B subunit family (A) and B"
subunit family (B).

(A) Sequence alignment of human PP2A-B’ subunits showing the conservation and diversity in protein sequence
within B’ family members where residues highlighted in yellow are mutations implicated in NDD identified from
published studies and publicly available clinical databases. Mutated residues are color coded where residues in
red are pathogenic, green are benign/ likely benign, and blue are of uncertain significance. Underlined GH
mutation is an insertion/deletion mutation, underlined T mutation is deletion mutation, boxed residues are
nonsense mutations, upward arrow shows the frame shift mutations leading to termination. Residues within the
grey box make up the acidic loop in PP2A-B’. Accession number for protein sequences are Q15172, NP_006235,
NP_001339842, NP_006236 and NP_001269108 for PPP2R5A, PPP2R5B, PPP2R5C, PPP2R5D, and
PPP2R5E, respectively.

(B) Sequence alignment of human PP2A-B" subunits showing the conservation and diversity in protein sequence
within B" family members. Color coding of the residues follows the same style as S2 (A). Accession number for
protein sequences are NP_002709; NP_037371and NP_060387 for PPP2R3A, PPP2R3B and PPP2R3C,
respectively
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