Genomic Mean Standard Skew vs. Coding No
Region deviation TF
Noncoding, No 0.80 2.08 0.38 <0.005
TF
Noncoding, TF 1.06 2.31 0.65 <0.005
site
Coding, No TF 0.17 1.26 -0.03 --
Coding, TF Site | 0.34 1.69 0.20 0.075
(Standard 0.00 1.00 0.00 -

normal)




