Feature Median difference p value q value Reference
Transcriptional [1
propensity -1.009 0.001 0.001
Supercoiling [2]
density -0.256 0.487 0.487
Normalized Tn5 [1
integration density 4.605 0.001 0.001
Fis binding -1.060 0.001 0.001 [3]
H-NS binding 12.068 0.001 0.001 [3]
HU binding -0.289 0.042 0.048 [4]
LRP binding 0.462 0.091 0.097 [5]
SeqA binding -0.255 0.003 0.004 [6]
Dam sites -0.674 0.001 0.001| Sequence analysis
AT content 1.855 0.001 0.001| Sequence analysis
RNA -0.682 0.001 0.001 Present study
MGW -0.084 0.001 0.001
Calculated using
HelT 0.071 0.001 0001|  PNASTIPER
ProT -0.169 0.001 0.001
Roll -0.086 0.001 0.001
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