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S2 - Microbiome core among Shotgun, Amplicon and HOMD

Amplicon x Shotgun

Acinetobacter
Actinomyces
Bacillus
Chryseobacterium
Corynebacterium
Delftia
Dialister
Enterobacter
Flavobacterium

Haemophilus
Lactobacillus
Leifsonia
Micrococcus
Moraxella
Mycobacterium
Neisseria
Prevotella
Pseudomonas

Psychrobacter
Ralstonia
Rhizobium
Rothia
Shewanella
Sphingobium
Sphingomonas
Staphylococcus
Streptococcus

Amplicon x HOMD

Acinetobacter
Actinomyces
Bacillus
Comamonas
Corynebacterium
Cupriavidus
Delftia
Dialister
Enterobacter
Finegoldia

Gemella
Granulicatella
Haemophilus
Kocuria
Lactobacillus
Micrococcus
Mobiluncus
Moraxella
Mycobacterium
Neisseria

Prevotella
Propionibacterium
Pseudomonas
Ralstonia
Rothia
Sphingomonas
Staphylococcus
Streptococcus
Tannerella

Shotgun x HOMD

Achromobacter
Acidovorax
Acinetobacter
Actinomyces
Aggregatibacter
Agrobacterium
Atopobium
Bacillus
Bacteroides
Bifidobacterium
Bordetella
Bradyrhizobium
Brevibacterium

Burkholderia
Campylobacter
Capnocytophaga
Caulobacter
Corynebacterium
Delftia
Dialister
Eikenella
Enhydrobacter
Enterobacter
Enterococcus
Escherichia
Eubacterium

Fusobacterium
Haemophilus
Kingella
Klebsiella
Kluyvera
Lactobacillus
Lactococcus
Listeria
Megasphaera
Micrococcus
Moraxella
Mycobacterium
Mycoplasma



Neisseria
Oribacterium
Paenibacillus
Paracoccus
Pedobacter
Prevotella
Proteus

Pseudomonas
Ralstonia
Rhodobacter
Rothia
Selenomonas
Serratia
Solobacterium

Sphingomonas
Staphylococcus
Streptococcus
Treponema
Veillonella
Yersinia


