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5 ʹ

3 ʹ
95

GA GACCAGAGACGGAGATGT ATAA AAA AGCT ACT TTTA TTAAACAGCATTC TCACC ACAC GTT AATA CTG TCAC GGGAAATCACTATGTACA AGA

CT CTGGTCTCTGCCTCTACA TATT TTT TCGA TGA AAAT AATTTGTCGTAAG AGTGG TGTG CAA TTAT GAC AGTG CCCTTTAGTGATACATGT TCT

190

Exon 5

GT CCATGTCTCTTTCCAGTT TCTC ACT TACT GAG ATTT GTTCCTCAGGTCC TGGAT GGCT GCC TCGA TGG CCAG GCTCAGGGTGTCCAGGTC TTC

CA GGTACAGAGAAAGGTCAA AGAG TGA ATGA CTC TAAA CAAGGAGTCCAGG ACCTA CCGA CGG AGCT ACC GGTC CGAGTCCCACAGGTCCAG AAG

285

Exon 5

GG GAGGGGTCTCGGTGGGCT TCTC AAA CTGC CCC ACGG CGTAGGCCTTCGC GGCCG TCTC GTA GATA GGC AGCA TGAACCCACCCTGGTTGG TGG

CC CTCCCCAGAGCCACCCGA AGAG TTT GACG GGG TGCC GCATCCGGAAGCG CCGGC AGAG CAT CTAT CCG TCGT ACTTGGGTGGGACCAACC ACC

380

Exon 5

AG AAGATGCGCACCATGACC TGTT TGG GAAA CTT TTGC ATCAGGGGCAGGC ACAGG TTGA GAG CGCC CAA CAGG TCCACGGGGGTGGCAGCG TGG

TC TTCTACGCGTGGTACTGG ACAA ACC CTTT GAA AACG TAGTCCCCGTCCG TGTCC AACT CTC GCGG GTT GTCC AGGTGCCCCCACCGTCGC ACC

475

Exon 5

EMBL_M2 CTCF motif

AT AATCATGTTGCGGTAATC AGAA GAG CGGG GGC ACAA TTGGTGGGTGTGC AGTTC TTTG AGG TTCC ACA CGGC CTTGACACCGTCGTTACA AGC

TA TTAGTACAACGCCATTAG TCTT CTC GCCC CCG TGTT AACCACCCACACG TCAAG AAAC TCC AAGG TGT GCCG GAACTGTGGCAGCAATGT TCG

570

Exon 5

AT CGGCCGTGCGCTGCGCCA CATC AGG AGGG TGT GTCA CAGGCATAGTGTG CTCCA TGAG GAA GGGA GTG GAGA GGGCCAGGTTGCACATGC TAC

TA GCCGGCACGCGACGCGGT GTAG TCC TCCC ACA CAGT GTCCGTATCACAC GAGGT ACTC CTT CCCT CAC CTCT CCCGGTCCAACGTGTACG ATG

665

Exon 5

CC AGGCGACACCGTACCTGA TCCA CCT CATT CTT CACT TCATGATTGCGGG TGTAG ATGA TCT GAAT GCC CTTG TTGTTCACCTGCATGGTT TTG

GG TCCGCTGTGGCATGGACT AGGT GGA GTAA GAA GTGA AGTACTAACGCCC ACATC TACT AGA CTTA CGG GAAC AACAAGTGGACGTACCAA AAC

760

Exon 5

CA AACTTTGATGGCCTCTTC TAAC ACT TGGT GCA TACT AGGGATCATGAAT GGCAG ATTC TTG TACT CAA GAGA ACGATTGGTGTGACGGAA CAT

GT TTGAAACTACCGGAGAAG ATTG TGA ACCA CGT ATGA TCCCTAGTACTTA CCGTC TAAG AAC ATGA GTT CTCT TGCTAACCACACTGCCTT GTA

855

Exon 5

MIT_ML7 CTCF site

GC GGCTCACCTCGTCAATCT TGAC GCG ACCC CGC CGAG TCTGCACGTTGGG TGTGC AGAA GGG GGTG TTC TTAT CTTTCATGATATTGCGCA CCT

CG CCGAGTGGAGCAGTTAGA ACTG CGC TGGG GCG GCTC AGACGTGCAACCC ACACG TCTT CCC CCAC AAG AATA GAAAGTACTATAACGCGT GGA

950

Exon 5

TC TCGTTGTCCAACTCGGAG ATGC GTT TGCT CTT CTTC TTGCGAGGTCCGG TGCTC GCCC CGC CGCT GCT CTGA TGGCCGCAGCTCAGCAGA GAG

AG AGCAACAGGTTGAGCCTC TACG CAA ACGA GAA GAAG AACGCTCCAGGCC ACGAG CGGG GCG GCGA CGA GACT ACCGGCGTCGAGTCGTCT CTC

1045

Exon 5

GA GGAGGCCGCGCCACCAAA ACCG CCG CGCC CAT GGTG GCTCGAGGTCACG GATGC TCCT CCG CCAC TGC TGCA TTTCATCTCCTCGGACTC ACT

CT CCTCCGGCGCGGTGGTTT TGGC GGC GCGG GTA CCAC CGAGCTCCAGTGC CTACG AGGA GGC GGTG ACG ACGT AAAGTAGAGGAGCCTGAG TGA

1140

Exon 5

REN_20 CTCF motif

CT CCGAGTCCGAAGCCGAAC TGCA GGA GGAG GAA GACG AAGAGGAACTATC TTCAT CGGG CCG GCCC AAA GGAT CGGGAAGAGGAGGGTGGT TCA

GA GGCTCAGGCTTCGGCTTG ACGT CCT CCTC CTT CTGC TTCTCCTTGATAG AAGTA GCCC GGC CGGG TTT CCTA GCCCTTCTCCTCCCACCA AGT

Supplementary Figure 1. The major immediate early locus (NC_006273.2 nucleotides 170,568-176,978) is displayed with annotated exons, the transcription start site (TSS), and the 
CTCFBSDB2.0-predicted CTCF binding sites, using the nomenclature of the database to describe each site.
 
 
 



MIEP and IE gene annotation.dna  (Linear / 6411 bp)

Printed from SnapGene®:  17 Feb 2020  11:56 Page 2

1235

Exon 5

TC TGGGAGAGCGGGTGCGTG GGAG AGG TCAC TCG CGGC GTGCCGCTGCCGG TGGAA GGGG AAG ACGC GGT AGCA CCGCGGGTCTCGACTTCT TCA

AG ACCCTCTCGCCCACGCAC CCTC TCC AGTG AGC GCCG CACGGCGACGGCC ACCTT CCCC TTC TGCG CCA TCGT GGCGCCCAGAGCTGAAGA AGT

1330

Exon 5

CC CTGTTCTTCCTCGCTATC AGAG ATC ACGA TAC AGCC GGCGGTATCGATA ATCTT GTTG CGG TACT GGA TGGT AAAGTCGGGCTCGGGCTT GAT

GG GACAAGAAGGAGCGATAG TCTC TAG TGCT ATG TCGG CCGCCATAGCTAT TAGAA CAAC GCC ATGA CCT ACCA TTTCAGCCCGAGCCCGAA CTA

1425

Exon 5

GT CTTCCTGTTTGATGAGGG GCAG CAT GATA GGC GCGG GAGGCACGGGCGG TTTAA TAAT CAC CTTG AAA GGAC GCGTGGTTTTGCGCGGTT TCT

CA GAAGGACAAACTACTCCC CGTC GTA CTAT CCG CGCC CTCCGTGCCCGCC AAATT ATTA GTG GAAC TTT CCTG CGCACCAAAACGCGCCAA AGA

1520

Exon 5

TA CGCGGGCTGAGCTCGGGA GTAG CGG ATGC CCC GGGG AGAGGAGTGTTAG TAACC GCGA CGC TGGT GGG GGTC GGCTTGTTAAGAGGGGCG CTG

AT GCGCCCGACTCGAGCCCT CATC GCC TACG GGG CCCC TCTCCTCACAATC ATTGG CGCT GCG ACCA CCC CCAG CCGAACAATTCTCCCCGC GAC

1615

Exon 5

MIT_LM23 CTCF motif

CT AACGCTGCAAGAGTGGGT TGTC AGC GTGG GGC CGGT GCTACTGGAATCG ATACC GGCA TGA TTGA CAG CCTG GGCGAGGATGTCACCTGA TGG

GA TTGCGACGTTCTCACCCA ACAG TCG CACC CCG GCCA CGATGACCTTAGC TATGG CCGT ACT AACT GTC GGAC CCGCTCCTACAGTGGACT ACC

1710

MIT_LM23 CTCF motif

TG ATAAGAAGACACGGGAGA CTTA GTA CGGT TTC ACAG GCGTGACACGTTT ATTGA GTAG GAT TACA GAG TATA ACATAGAGTATAATATAG AGT

AC TATTCTTCTGTGCCCTCT GAAT CAT GCCA AAG TGTC CGCACTGTGCAAA TAACT CATC CTA ATGT CTC ATAT TGTATCTCATATTATATC TCA

1805

Exon 4

AT ACAATAGTGACGTGGGAT CCAT AAC AGTA ACT GATA TATATACAATAGT TTACT GGTC AGC CTTG CTT CTAG TCACCATAGGGTGGGTGC TCT

TA TGTTATCACTGCACCCTA GGTA TTG TCAT TGA CTAT ATATATGTTATCA AATGA CCAG TCG GAAC GAA GATC AGTGGTATCCCACCCACG AGA

1900

Exon 4

TG CCTCCAGAGGCGGTGGGT TCCT CAG CACC ATC CTCC TCTTCCTCTGAGG CAACT TCCT CTA TCTC AGA CACT GGCTCAGACTTGACAGAC ACA

AC GGAGGTCTCCGCCACCCA AGGA GTC GTGG TAG GAGG AGAAGGAGACTCC GTTGA AGGA GAT AGAG TCT GTGA CCGAGTCTGAACTGTCTG TGT

1995

Exon 4

GT GTCCTCCCGCTCCTCCTG AGCA CCC TCCT CCT GTTC CTCATCACTCTGT TCACT TTCT TCC TGAT CAC TGTT CTCAGCCACAATTACTGA GGA

CA CAGGAGGGCGAGGAGGAC TCGT GGG AGGA GGA CAAG GAGTAGTGAGACA AGTGA AAGA AGG ACTA GTG ACAA GAGTCGGTGTTAATGACT CCT

2090

Exon 4

CA GAGGGATAGTCGCGGGTA CAGG GGA CTCT GGA GGTG ACACCAGAGAATC AGAGG AGCT GGC ACCA GCG GTGG CCAAAGTGTAGGCTACAA TAG

GT CTCCCTATCAGCGCCCAT GTCC CCT GAGA CCT CCAC TGTGGTCTCTTAG TCTCC TCGA CCG TGGT CGC CACC GGTTTCACATCCGATGTT ATC

2185

Exon 4

CC TCTTCCTCATCTGACTCC TCGG CGA TGGC CCG TAGG TCATCCACACTAG GAGAG CAGA CTC TCAA AGG ATCG GCCCCCAGAATGTACTGG GCA

GG AGAAGGAGTAGACTGAGG AGCC GCT ACCG GGC ATCC AGTAGGTGTGATC CTCTC GTCT GAG AGTT TCC TAGC CGGGGGTCTTACATGACC CGT

2280

Exon 4

AA GACCTTCATGCAGATCTC CTCA ATG CGGC GCT TCAT TACACTGATAACC TCAGG CTTG GTT ATCA GAG GCCG CTTGGCCAGCATCACACT AGT

TT CTGGAAGTACGTCTAGAG GAGT TAC GCCG CGA AGTA ATGTGACTATTGG AGTCC GAAC CAA TAGT CTC CGGC GAACCGGTCGTAGTGTGA TCA
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2375

Exon 4

CT CCTCTAAGACATAGCAGC ACAG CAC CCGA CAG AACT CACTTAAGAGAGA GATGC CCCC GTA CATG GTC ATCA TACAAGCGTCACTAGTGA CCT

GA GGAGATTCTGTATCGTCG TGTC GTG GGCT GTC TTGA GTGAATTCTCTCT CTACG GGGG CAT GTAC CAG TAGT ATGTTCGCAGTGATCACT GGA

2470

Exon 4

TG TACTCATTACACATTGTT TCCA CAC ATGT AGT GAGG ATATCCATAAATA TGTGA TCAA TGT GCGT GAG CACC TTGTCTCTCTCCTCATCC AAA

AC ATGAGTAATGTGTAACAA AGGT GTG TACA TCA CTCC TATAGGTATTTAT ACACT AGTT ACA CGCA CTC GTGG AACAGAGAGAGGAGTAGG TTT

2565

Exon 4

AT CTTAAAGATTTTCTGGGC ATAA GAC ATAA TCT CATC AGGAGAGCACTGA GGCAA GTTC TGC AATG CCG CCAT GGCCTGACTGCAGCCATT GGT

TA GAATTTCTAAAAGACCCG TATT CTG TATT AGA GTAG TCCTCTCGTGACT CCGTT CAAG ACG TTAC GGC GGTA CCGGACTGACGTCGGTAA CCA

2660

Exon 4

GG TCTTAGGGAAGGCTGAGT TCTT GGT AAAG AAC TCTA TATTCCTGTAGCA CATAT ACAT CAT CTTT CTC CTAA GTTCATCCTTTTTAGCAC GGG

CC AGAATCCCTTCCGACTCA AGAA CCA TTTC TTG AGAT ATAAGGACATCGT GTATA TGTA GTA GAAA GAG GATT CAAGTAGGAAAAATCGTG CCC

2755

Exon 4

CC TTAGCCTGCAGTGCACCC CCCA ACT TGTT AGC GGCG CCCTTGCTCACAT CATGC AGCT CCT TAAT ACA AGCC ATCCACATCTCCCGCTTA TCC

GG AATCGGACGTCACGTGGG GGGT TGA ACAA TCG CCGC GGGAACGAGTGTA GTACG TCGA GGA ATTA TGT TCGG TAGGTGTAGAGGGCGAAT AGG

2850

Exon 4

TC AGGTACAATGTAGTTCTC ATAC ATG CTCT GCA TAGT TAGCCCAATACAC TTCAT GTCC TCG AAAG GCT CATG AACCTTATCTAAGATATC TAA

AG TCCATGTTACATCAAGAG TATG TAC GAGA CGT ATCA ATCGGGTTATGTG AAGTA CAGG AGC TTTC CGA GTAC TTGGAATAGATTCTATAG ATT

2945

Exon 4

GG CATTCTGCAAACATCCTC CCAT CAT ATTA AAG GCGC CAGTGAATTTTTC TTCCG TCTG GGT ATAT TTT TTCA GCATGTGCTCCTTGATTC TAT

CC GTAAGACGTTTGTAGGAG GGTA GTA TAAT TTC CGCG GTCACTTAAAAAG AAGGC AGAC CCA TATA AAA AAGT CGTACACGAGGAACTAAG ATA

3040

Exon 4

GC CGCACCATGTCCACTCGA ACCT TAA TCTG TTT GACT GTAGAGGAGGATA ACAAC ACAT ATA AGTA TCC GTCC TCCTGACTCATTTATCGC TAT

CG GCGTGGTACAGGTGAGCT TGGA ATT AGAC AAA CTGA CATCTCCTCCTAT TGTTG TGTA TAT TCAT AGG CAGG AGGACTGAGTAAATAGCG ATA

3135
CT CGATGCCCCGCTCACATG CAAG AGT TAAT CTT CACT CTATCTGACATAC ACAAG TAAA TCC ACGT CCC ATGC AGGTTAGTATATATCACA TAC

GA GCTACGGGGCGAGTGTAC GTTC TCA ATTA GAA GTGA GATAGACTGTATG TGTTC ATTT AGG TGCA GGG TACG TCCAATCATATATAGTGT ATG

3230

Exon 3

AT GTCAACAGACTTACCGAG TTCT GTC AGGA CAT CTTT TTCGGGGTTCTCG TTGCA ATCC TCG GTCA CTT GTTC AAAGGTTTTGAGGGATTC TTC

TA CAGTTGTCTGAATGGCTC AAGA CAG TCCT GTA GAAA AAGCCCCAAGAGC AACGT TAGG AGC CAGT GAA CAAG TTTCCAAAACTCCCTAAG AAG

3325

Exon 3

GG CCAATTCTGGGAACAGCG GGTC TCC CAGG CTC AGCT GACTGTTAACCTC CTTCC TTAA CAT AGTC TGC AGGA ACGTCGTGGCCTTGGTCA CGG

CC GGTTAAGACCCTTGTCGC CCAG AGG GTCC GAG TCGA CTGACAATTGGAG GAAGG AATT GTA TCAG ACG TCCT TGCAGCACCGGAACCAGT GCC

3420

Exon 3

GT GTCTCGGGCCTAAACACA TGAT AAA CAAA GTC ATAA GCACATGGATCAC ATACA GGAA ATA TGTA TAT AACA TTAAAGATATAACTTTTT ATT

CA CAGAGCCCGGATTTGTGT ACTA TTT GTTT CAG TATT CGTGTACCTAGTG TATGT CCTT TAT ACAT ATA TTGT AATTTCTATATTGAAAAA TAA

3515

Exon 2

AA AAAAAGGGGAACACAAGT CCCG ACA CGTA CCG TGGC ACCTTGGAGGAAG GGCCC TCGT CAG GATT ATC AGGG TCCATCTTTCTCTTGGCA GAG

TT TTTTTCCCCTTGTGTTCA GGGC TGT GCAT GGC ACCG TGGAACCTCCTTC CCGGG AGCA GTC CTAA TAG TCCC AGGTAGAAAGAGAACCGT CTC
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3610

Exon 2

GA CTCCATCGTGTCAAGGAC GGTG ACT GCAG AAA GGAT CCATGGAAAGGAA CAGTC TGTT AGT CTGT CAG CTAT TATGTCTGGTGGCGCGCG CGG

CT GAGGTAGCACAGTTCCTG CCAC TGA CGTC TTT CCTA GGTACCTTTCCTT GTCAG ACAA TCA GACA GTC GATA ATACAGACCACCGCGCGC GCC

3705

MIT_LM2 CTCF motif PUBLISHED

CA GCAACGAGTACTGCTCAG ACTA CAC TGCC CTC CACC GTTAACAGCACCG CAACA GGAG TTA CCTC TGA CTCT CAACAGAACACAACTCAG CTG

GT CGTTGCTCATGACGAGTC TGAT GTG ACGG GAG GTGG CAATTGTCGTGGC GTTGT CCTC AAT GGAG ACT GAGA GTTGTCTTGTGTTGAGTC GAC

3800
CC TGCTTCTTCTGCTGCTGC CTTA AGT CTTC CAT CTGC GTCAGCGGTGCAA GCCCA TTCC CCG AGCT CAT TTTC AGACACATACCCTACCGC CAC

GG ACGAAGAAGACGACGACG GAAT TCA GAAG GTA GACG CAGTCGCCACGTT CGGGT AAGG GGC TCGA GTA AAAG TCTGTGTATGGGATGGCG GTG

3895
GG CCTTGTGCGGCACACTGG TGGT GGT GGGC ATC GTGC TGTGCCTAAGTCT GGCCT CCAC TGT TAGG AGC AAGG AGCTGCCGAGCGACCATG AGC

CC GGAACACGCCGTGTGACC ACCA CCA CCCG TAG CACG ACACGGATTCAGA CCGGA GGTG ACA ATCC TCG TTCC TCGACGGCTCGCTGGTAC TCG

3990
CG CTGGAGGCATGGGAGCAG GGCT CGG ATGT GGA AGCT CCGCCGCTACCGG AGAAG AGCC CAT GTCC GGA ACAC GTACCCGAGATTCGCGTG GAG

GC GACCTCCGTACCCTCGTC CCGA GCC TACA CCT TCGA GGCGGCGATGGCC TCTTC TCGG GTA CAGG CCT TGTG CATGGGCTCTAAGCGCAC CTC

4085
AT CCCACGCTATGTTTAATA AAAA CTG CGGG TAC TGGG GACGGTGTTGTTG TATAT GTGA ATT TGTA AAT AATA AATGGGACCCCATCCTGT AAA

TA GGGTGCGATACAAATTAT TTTT GAC GCCC ATG ACCC CTGCCACAACAAC ATATA CACT TAA ACAT TTA TTAT TTACCCTGGGGTAGGACA TTT

4180
AA TACAGAGTCCGTGTCAGT CTCT GAA GGAC AGA GTAT TGGCATATAGCCA ATAAA GAGA GTT GTGG CAA AGAG CCATGTTATGGATTAGTA ATG

TT ATGTCTCAGGCACAGTCA GAGA CTT CCTG TCT CATA ACCGTATATCGGT TATTT CTCT CAA CACC GTT TCTC GGTACAATACCTAATCAT TAC

4275
GA AAGTATCGCCACCAATAG AGGA GTG GTCA ATA ATGG TCAATAACCCACA CCTAT AGGC TAA GCTA TAC CATC ACCTATAGCATAAGGAAG CGG

CT TTCATAGCGGTGGTTATC TCCT CAC CAGT TAT TACC AGTTATTGGGTGT GGATA TCCG ATT CGAT ATG GTAG TGGATATCGTATTCCTTC GCC

4370

Exon 1

GG GTGTATAGACCCCAAGCC AAAA ACA GTAT AGC ATGC ATAAGAAGCCAAG GGGGT GGGC CTA TAGA GTC TATA GGCGGTACTTACGTCACT CTT

CC CACATATCTGGGGTTCGG TTTT TGT CATA TCG TACG TATTCTTCGGTTC CCCCA CCCG GAT ATCT CAG ATAT CCGCCATGAATGCAGTGA GAA

4465

Exon 1

GG CACGGGGAATCCGCGTTC CAAT GCA CCGT TCC CGGC CGCGGAGGCTGGA TCGGT CCCG GTG TCTT CTA TGGA GGTCAAAACAGCGTGGAT GGC

CC GTGCCCCTTAGGCGCAAG GTTA CGT GGCA AGG GCCG GCGCCTCCGACCT AGCCA GGGC CAC AGAA GAT ACCT CCAGTTTTGTCGCACCTA CCG

4560

Exon 1

transcription start site

GT CTCCAGGCGATCTGACGG TTCA CTA AACG AGC TCTG CTTATATAGACCT CCCAT AGTA AAC GCCT ACC GCCC ATTTGCGTCAATGGGGCG GAG

CA GAGGTCCGCTAGACTGCC AAGT GAT TTGC TCG AGAC GAATATATCTGGA GGGTA TCAT TTG CGGA TGG CGGG TAAACGCAGTTACCCCGC CTC

4655
TT ATTACGACATTTTGGAAA GTCC CGT TGAA TTT GGTG CCAAAACAAACTC CCATT GACG TCA ATGG GGT GGAG ACTTGGAAATCCCCGTGA GTC

AA TAATGCTGTAAAACCTTT CAGG GCA ACTT AAA CCAC GGTTTTGTTTGAG GGTAA CTGC AGT TACC CCA CCTC TGAACCTTTAGGGGCACT CAG

4750
AA ACCGCTATCCACGCCCAT TGAT GTA CTGC CAA AACC GCATCACCATGGT AATAG CGAT GAC TAAT ACG TAGA TGTACTGCCAAGTAGGAA AGT

TT TGGCGATAGGTGCGGGTA ACTA CAT GACG GTT TTGG CGTAGTGGTACCA TTATC GCTA CTG ATTA TGC ATCT ACATGACGGTTCATCCTT TCA

4845

EMBL_M1 CTCF motif

CC CGTAAGGTCATGTACTGG GCAT AAT GCCA GGC GGGC CATTTACCGTCAT TGACG TCAA TAG GGGG CGT ACTT GGCATATGATACACTTGA TGT

GG GCATTCCAGTACATGACC CGTA TTA CGGT CCG CCCG GTAAATGGCAGTA ACTGC AGTT ATC CCCC GCA TGAA CCGTATACTATGTGAACT ACA
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4940
AC TGCCAAGTGGGCAGTTTA CCGT AAA TACT CCA CCCA TTGACGTCAATGG AAAGT CCCT ATT GGCG TTA CTAT GGGAACATACGTCATTAT TGA

TG ACGGTTCACCCGTCAAAT GGCA TTT ATGA GGT GGGT AACTGCAGTTACC TTTCA GGGA TAA CCGC AAT GATA CCCTTGTATGCAGTAATA ACT

5035
CG TCAATGGGCGGGGGTCGT TGGG CGG TCAG CCA GGCG GGCCATTTACCGT AAGTT ATGT AAC GCGG AAC TCCA TATATGGGCTATGAACTA ATG

GC AGTTACCCGCCCCCAGCA ACCC GCC AGTC GGT CCGC CCGGTAAATGGCA TTCAA TACA TTG CGCC TTG AGGT ATATACCCGATACTTGAT TAC

5130
AC CCCGTAATTGATTACTAT TAAT AAC TAGT CAA TAAT CAATGTCAACATG GCGGT CATA TTG GACA TGA GCCA ATATAAATGTACATATTA TGA

TG GGGCATTAACTAATGATA ATTA TTG ATCA GTT ATTA GTTACAGTTGTAC CGCCA GTAT AAC CTGT ACT CGGT TATATTTACATGTATAAT ACT

5225
TA TAGATACAACGTATGCAA TGGC CAT TAGC CAA TATT GATTTATGCTATA TAACC AATG ACT AATA TGG CTAA TGGCCAATATTGATTCAA TGT

AT ATCTATGTTGCATACGTT ACCG GTA ATCG GTT ATAA CTAAATACGATAT ATTGG TTAC TGA TTAT ACC GATT ACCGGTTATAACTAAGTT ACA

5320
AT ATATATCGATATGCATTG GCCA TGT GCCA ACT TGGT ATCGCCTCTATCG GCGAT ATGG CCT CATA TCG TCTG TCACCTATATCGAAACTG CGA

TA TATATAGCTATACGTAAC CGGT ACA CGGT TGA ACCA TAGCGGAGATAGC CGCTA TACC GGA GTAT AGC AGAC AGTGGATATAGCTTTGAC GCT

5415
TA TTTGCGACACACAGAATC GCCC AAG TCGC CAA AGTC GTCTATCGCCATC CCCCG TAAA CGA TATA AGC GTTA TCGCCAGATATCGCATAT GCC

AT AAACGCTGTGTGTCTTAG CGGG TTC AGCG GTT TCAG CAGATAGCGGTAG GGGGC ATTT GCT ATAT TCG CAAT AGCGGTCTATAGCGTATA CGG

5510
CA AAAATCACTTTTTAAAAA ATGG CGA TATC AGT TACA CAGAAACTCACAT CGGCG ACAT TTT CAAT ATG CCAT ATTTTCAAATATCGATTC TTC

GT TTTTAGTGAAAAATTTTT TACC GCT ATAG TCA ATGT GTCTTTGAGTGTA GCCGC TGTA AAA GTTA TAC GGTA TAAAAGTTTATAGCTAAG AAG

5605
CA ATATCGCCATCTCTATCG GCGA TAA ACAC CAC TATC GCGCGACATGAAT TTAGT CGGC GAC AGAA ATC TCGA AACGCGTATTTCGGACAA ACA

GT TATAGCGGTAGAGATAGC CGCT ATT TGTG GTG ATAG CGCGCTGTACTTA AATCA GCCG CTG TCTT TAG AGCT TTGCGCATAAAGCCTGTT TGT

5700
CA CATTTTATTATTCACTGC AGCA TAT AGCC CAT TTTA GCGCGGCACACAT CCAGC CGTT TGT GTTT CTT AACG CTCTCCAGGTACTGATCC AGG

GT GTAAAATAATAAGTGACG TCGT ATA TCGG GTA AAAT CGCGCCGTGTGTA GGTCG GCAA ACA CAAA GAA TTGC GAGAGGTCCATGACTAGG TCC

5795
CC CACGATCCGGGTTATCTT GTCG TAT TCCA GAT TGAT CCATCAATAGGGA ACGCT GCCA GCG GCGC CCA GCAG GTACTGCGCCTTGTCGTT TAC

GG GTGCTAGGCCCAATAGAA CAGC ATA AGGT CTA ACTA GGTAGTTATCCCT TGCGA CGGT CGC CGCG GGT CGTC CATGACGCGGAACAGCAA ATG

5890
TT TGCCGCAGCGTATTCGCC CGTC AGC TTCG AGG TATA ACCTACAACACGG AGGGG AAGG GGG GTAC AAA ACGT GAAATTAGACTTTTTTTT TTA

AA ACGGCGTCGCATAAGCGG GCAG TCG AAGC TCC ATAT TGGATGTTGTGCC TCCCC TTCC CCC CATG TTT TGCA CTTTAATCTGAAAAAAAA AAT

5985
AT GATGTTTTGTCCCTCTCT GTCT TAC TCTC CCA TAGG CTGTAAGGCCCTC AGGAA GAGA CTT ACGG ATT GTAG TTGCAGCTCGTCAGTTTG TTG

TA CTACAAAACAGGGAGAGA CAGA ATG AGAG GGT ATCC GACATTCCGGGAG TCCTT CTCT GAA TGCC TAA CATC AACGTCGAGCAGTCAAAC AAC

6080
TG TACGACCTGGCGTGTCAA TGAA TGG GTCA TGG TGGT GACGATCCCGCGA ATCTC AGCC GTT TTCT CGG GACT GTAGCAGACTTCGCCGTC CGG

AC ATGCTGGACCGCACAGTT ACTT ACC CAGT ACC ACCA CTGCTAGGGCGCT TAGAG TCGG CAA AAGA GCC CTGA CATCGTCTGAAGCGGCAG GCC

6175
AC ACCGCAGCCTGTGGATTC ATGA AAA TCTA CTC TGGC ATTCCCGAGGATC GTCGA TGGA ACA TGGC TAT CAGA AACGTCGAGAGACAGATC CAG

TG TGGCGTCGGACACCTAAG TACT TTT AGAT GAG ACCG TAAGGGCTCCTAG CAGCT ACCT TGT ACCG ATA GTCT TTGCAGCTCTCTGTCTAG GTC

6270
AC GCACCACAGAACGCAGAC AATC ATG AAAA TAC GTAC GCGACGGTGAAGC GATTG CACA TTT TGAA ATC GTAA CAGCGTTCCGGCGGGTGG TTG

TG CGTGGTGTCTTGCGTCTG TTAG TAC TTTT ATG CATG CGCTGCCACTTCG CTAAC GTGT AAA ACTT TAG CATT GTCGCAAGGCCGCCCACC AAC

6365
AC GTTTATGAATTCGCAACA TTCT TCT GCGC GCA CCCG CGGCACGCGGCTG TGACC CAAT AGC AGCC ACA ACGC CGTCAAGAACGGCGTCAG ATC

TG CAAATACTTAAGCGTTGT AAGA AGA CGCG CGT GGGC GCCGTGCGCCGAC ACTGG GTTA TCG TCGG TGT TGCG GCAGTTCTTGCCGCAGTC TAG

3 ʹ

5 ʹ
6411

TT TGGGACTCATGACGCGCG GTTT TCA AAAT TCC CTGC GCGCGCGA

AA ACCCTGAGTACTGCGCGC CAAA AGT TTTA AGG GACG CGCGCGCT




