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Online Resource 3
Microscopical and molecular findings case 1

e $6.725.080 bp 66.729.030 bp 66.725.100 bp $6.729.190 bp

MAP2K1

a H&E, x5: symmetrical, slightly wedge-shaped dermal melanocytic proliferation with overlying
epidermal hyperplasia.

b H&E, x40: epithelioid to spindle-shaped melanocytes with pale, eosinophilic cytoplasm and in
deeper sections more atypia with pleomorphism, prominent nucleoli and sometimes presence of
nuclear inclusions.

¢ $100 stain, x5: positive staining.

d p16 stain, x5: few staining cells, but a checkerboard pattern could still be discerned.

e Integrative Genomics Viewer (IGV) visualization of the sequence data containing MAP2K1 in-frame
deletion c.306_311del (p.lle103_Lys104del) in 13% of the reads (RefSeq NM_002755.3). The black
lines indicate the location of the deletion.



Microscopical and molecular findings case 4

e $6.729.060 bp 66723090 bp ©6.729.100 bp 86.729.110 bp Cr-RF. -
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MAP2K1
a H&E, x5: symmetrical, dermal, slightly wedge-shaped melanocytic proliferation showing maturation
towards deeper parts.
b H&E, x40: spindle-shaped melanocytes with pale, eosinophilic cytoplasm.
¢ Melan A stain, x5: positive staining.
d p16 stain, x5: focal positivity.
e Integrative Genomics Viewer (IGV) visualization of the sequence data containing MAP2K1
€.306_311del (p.lle103_Lys104del) in 28% of the reads (RefSeq NM_002755.3). The black lines
indicate the location of the deletion.



